
IDENTIFICATION 

Species: Lactuca sativa 

Locus: Lsat_1_v5_gn_8_15340 

Gene Model: Lsat_1_v5_gn_8_15340.1 

Description: LsEXPA-24 

Family: Alpha Expansin  

3D structure: 

 
GENOME DATABASES 

Phytozome: https://phytozome-next.jgi.doe.gov/info/Lsativa_V8  

KEGG: https://www.genome.jp/entry/T05352  

EXTERNAL RESOURCES 

https://lgr.genomecenter.ucdavis.edu/  

https://www.lettucegdb.com/  

https://phytozome-next.jgi.doe.gov/info/Lsativa_V8
https://www.genome.jp/entry/T05352
https://lgr.genomecenter.ucdavis.edu/
https://www.lettucegdb.com/


GENE STRUCTURE 

 

DOMAIN ARCHITECTURE 

 

SEQUENCES 

Peptide 

>LsEXPA-24 

MELSRVYCFLMLTAFFTTVVNARIPGVYTGGQWESAHATFYGGSDASGTMGGACG

YGNLYSQGYGVNTAALSTALFNNGFRCGACFEIKCTNDPQWCHPGSPSIFITATNFCP

PNFAQPSDNGGWCNPPRPHFDLAMPMFLKIAEYRAGIVPVNYRRVACRKQGGIRFTI

NGFRYFNLILISNVAGAGDITMAWVKGSNTDWMSLSRNWGQNWQSNAQLIGQSLSF

RVRSSDGRSSASMNIVPSNWQFGQTFTGKNFRV* 

CDS (coding sequence) 

>LsEXPA-24 

ATGGAGCTCAGTCGTGTTTACTGCTTTTTAATGTTAACTGCATTCTTCACAACCGT

CGTCAATGCTCGTATCCCCGGAGTTTACACCGGAGGCCAGTGGGAATCCGCCCAC

GCCACCTTCTACGGTGGTAGTGACGCATCTGGCACCATGGGTGGAGCATGTGGGT

ATGGGAATTTATACAGTCAAGGGTACGGCGTGAACACGGCGGCGCTAAGCACGG

CGCTGTTCAACAATGGGTTCAGATGCGGCGCTTGTTTTGAGATAAAGTGTACGAA

CGACCCTCAATGGTGTCACCCCGGCAGCCCTTCAATTTTCATCACCGCCACCAATT

TCTGCCCTCCTAACTTCGCTCAACCCAGTGACAATGGTGGATGGTGTAACCCACC

TCGCCCTCATTTCGATCTCGCCATGCCCATGTTCCTCAAAATTGCAGAGTATCGTG

CCGGAATTGTCCCCGTTAACTACCGCCGGGTGGCGTGCCGGAAACAAGGTGGGAT

AAGGTTCACCATTAATGGATTCCGGTACTTCAACTTGATTTTGATCAGCAACGTCG

CCGGTGCCGGAGATATCACGATGGCATGGGTTAAAGGTTCGAACACCGATTGGAT

GAGTCTAAGCAGAAATTGGGGTCAAAATTGGCAATCAAACGCTCAGCTGATTGG

ACAATCGCTTTCTTTTAGGGTTAGAAGCAGTGATGGTCGATCTTCAGCCTCCATGA

ACATAGTACCTTCGAACTGGCAATTTGGGCAAACTTTTACCGGGAAGAATTTCCG

GGTTTGA 

Nucleotide 

>LsEXPA-24 

ATTTTTTTTTCTTCCATAAGTACCCCCTTAACATTCTTCATCCTCTTCACGCTTTAC

AACTTCCTATCTTCATCACTCTGTTTCTTCTTCAAAAATGGAGCTCAGTCGTGTTT

ACTGCTTTTTAATGTTAACTGCATTCTTCACAACCGTCGTCAATGCTCGTATCCCC

GGAGTTTACACCGGAGGCCAGTGGGAATCCGCCCACGCCACCTTCTACGGTGGTA

GTGACGCATCTGGCACCATGGGTAAGTTCCCCGTTCCCGATTCCCAATTACAAAA



TTAGTTCAGAAGAAACAAAGCAATTGAATCTCGAATTGCAAGAAAACCCTTTTAA

CATTTTTCATTTTTCAGGTGGAGCATGTGGGTATGGGAATTTATACAGTCAAGGGT

ACGGCGTGAACACGGCGGCGCTAAGCACGGCGCTGTTCAACAATGGGTTCAGAT

GCGGCGCTTGTTTTGAGATAAAGTGTACGAACGACCCTCAATGGTGTCACCCCGG

CAGCCCTTCAATTTTCATCACCGCCACCAATTTCTGCCCTCCTAACTTCGCTCAAC

CCAGTGACAATGGTGGATGGTGTAACCCACCTCGCCCTCATTTCGATCTCGCCAT

GCCCATGTTCCTCAAAATTGCAGAGTATCGTGCCGGAATTGTCCCCGTTAACTAC

CGCCGGTGAGTCAATATTTAACTTCATCACTCCCATTCCCATAGGTGTACAGATTG

TCAAATTTGTTGTAAGACTGGTAACGATTTTCTTTTTAGGGTGGCGTGCCGGAAAC

AAGGTGGGATAAGGTTCACCATTAATGGATTCCGGTACTTCAACTTGATTTTGAT

CAGCAACGTCGCCGGTGCCGGAGATATCACGATGGCATGGGTTAAAGGTTCGAA

CACCGATTGGATGAGTCTAAGCAGAAATTGGGGTCAAAATTGGCAATCAAACGC

TCAGCTGATTGGACAATCGCTTTCTTTTAGGGTTAGAAGCAGTGATGGTCGATCTT

CAGCCTCCATGAACATAGTACCTTCGAACTGGCAATTTGGGCAAACTTTTACCGG

GAAGAATTTCCGGGTTTGAAATTGGATTCGGGTTTGGATTGGCGGGTCAAATTTG

TCCATTTTTAGTTTTATTTTTAAGAAATAGTATTATTTTGGGGGGAAAATACGAGA

GTGCTTTTTGTTGACTTTTTGACTATGAAGAAGTGCTTTTATGATCCTTTGTATTTT

GTAATGAAGCTGAAGTGGCTATGCCTAATTCTAGGGGCCCGCAGCTTTAATTTTC

TTTTAAT 




