
IDENTIFICATION 

Species: Oryza sativa 

Locus: LOC_Os01g60770 

Gene Model: LOC_Os01g60770.1 

Description: OstEXPA-04 

Family: Alpha Expansin  

3D structure: 

 
GENOME DATABASES 

Phytozome: https://phytozome-next.jgi.doe.gov/info/Osativa_v7_0  

KEGG: https://www.genome.jp/entry/T01015  

EXTERNAL RESOURCES 

http://rice.uga.edu/  

https://phytozome-next.jgi.doe.gov/info/Osativa_v7_0
https://www.genome.jp/entry/T01015
http://rice.uga.edu/


GENE STRUCTURE 

 

DOMAIN ARCHITECTURE 

 

SEQUENCES 

Peptide 

>OstEXPA-04 

MASRSSALLLLFSAFCFLARRAAADYGSWQSAHATFYGGGDASGTMGGACGYGNL

YSTGYGTNTAALSTVLFNDGAACGSCYELRCDNDGQWCLPGSVTVTATNLCPPNYA

LPNDDGGWCNPPRPHFDMAEPAFLQIGVYRAGIVPVSYRRVPCVKKGGIRFTINGHS

YFNLVLVTNVAGPGDVQSVSIKGSSTGWQPMSRNWGQNWQSNSYLDGQSLSFQVA

VSDGRTVTSNNVVPAGWQFGQTFEGGQF* 

CDS (coding sequence) 

>OstEXPA-04 

ATGGCCTCACGCAGTAGTGCCCTGCTCCTCCTCTTCTCGGCCTTCTGCTTCCTCGC

CCGGCGAGCCGCCGCCGACTACGGCTCCTGGCAGAGCGCCCACGCCACGTTCTAC

GGCGGCGGCGATGCGTCCGGCACGATGGGCGGGGCGTGTGGGTATGGGAACCTG

TACAGCACCGGGTACGGCACCAACACGGCGGCGCTGAGCACGGTGCTGTTCAAC

GACGGCGCGGCGTGCGGGTCGTGCTACGAGCTGCGGTGCGACAACGATGGGCAG

TGGTGCCTGCCGGGCAGCGTCACCGTCACCGCCACCAACCTGTGCCCGCCGAACT

ACGCGCTCCCCAACGACGACGGCGGCTGGTGCAACCCGCCGCGCCCCCACTTCGA

CATGGCCGAGCCGGCCTTCCTCCAGATCGGCGTGTACCGCGCCGGCATCGTGCCC

GTCTCCTACAGAAGGGTGCCGTGCGTGAAGAAGGGCGGGATCAGGTTCACCATC

AACGGGCACTCCTACTTCAACCTGGTTCTTGTGACCAACGTGGCCGGCCCAGGCG

ACGTGCAGTCCGTGTCGATCAAGGGGTCCAGCACCGGGTGGCAGCCCATGTCCCG

CAACTGGGGCCAGAACTGGCAGAGCAACTCCTACCTCGACGGCCAGAGCCTCTCC

TTCCAGGTCGCCGTCAGCGACGGCCGCACCGTCACCAGCAACAACGTCGTGCCGG

CCGGCTGGCAGTTCGGCCAGACCTTCGAGGGCGGCCAGTTCTGA 

Nucleotide 

>OstEXPA-04 

ACAACCAAGCAACCATCGATTCGATCCTAGCTTAAGCCGAGTGAAGTAGCTAGCA

GGACATTGTTGGTAGTGTGATCTTCTCCCTGTTTTGCAACAATGGCCTCACGCAGT

AGTGCCCTGCTCCTCCTCTTCTCGGCCTTCTGCTTCCTCGCCCGGCGAGCCGCCGC

CGACTACGGCTCCTGGCAGAGCGCCCACGCCACGTTCTACGGCGGCGGCGATGCG

TCCGGCACGATGGGTACGTGTGCACTGCTCCTCGTAACACTTTGTTTTTTTTTCTTT

TGGACGCATTGACAAAACCGGGAGTAATCTGACTCGTGTCGTGTTGTTTGTGTAC



ATGAAAAGGCGGGGCGTGTGGGTATGGGAACCTGTACAGCACCGGGTACGGCAC

CAACACGGCGGCGCTGAGCACGGTGCTGTTCAACGACGGCGCGGCGTGCGGGTC

GTGCTACGAGCTGCGGTGCGACAACGATGGGCAGTGGTGCCTGCCGGGCAGCGT

CACCGTCACCGCCACCAACCTGTGCCCGCCGAACTACGCGCTCCCCAACGACGAC

GGCGGCTGGTGCAACCCGCCGCGCCCCCACTTCGACATGGCCGAGCCGGCCTTCC

TCCAGATCGGCGTGTACCGCGCCGGCATCGTGCCCGTCTCCTACAGAAGGTGAGC

TCTACTTGGGTCAATGGGTCACGAGTGAGTGGCAAACTGTTTGCAACTTGAAGCC

ATGGGCCCCCCGTGCGGTGTGTCGGCTTCGATGGGCCGATCCCCAATCGGCTGAT

CAGGCCATGTGTAGGTGGGCCACCCGGCAGATTTGGTTTGTCCACGATCTGTCCG

TGTCGGCTGTAGGCAAAGCCATGCACGCACGACTTGACACCGACGTGGACTTGAC

TTCGCTGTCCCGGAATTACTTTACGCATCCCATTTCACATCCATATGATTAATCGT

TGCAACAAATAGTAACAAATTACAGTTAATTCTACTGTTTCACTGAACTTTGCTTT

TTTTTTTTGCTGGTGTGTTGCAGGGTGCCGTGCGTGAAGAAGGGCGGGATCAGGT

TCACCATCAACGGGCACTCCTACTTCAACCTGGTTCTTGTGACCAACGTGGCCGG

CCCAGGCGACGTGCAGTCCGTGTCGATCAAGGGGTCCAGCACCGGGTGGCAGCC

CATGTCCCGCAACTGGGGCCAGAACTGGCAGAGCAACTCCTACCTCGACGGCCA

GAGCCTCTCCTTCCAGGTCGCCGTCAGCGACGGCCGCACCGTCACCAGCAACAAC

GTCGTGCCGGCCGGCTGGCAGTTCGGCCAGACCTTCGAGGGCGGCCAGTTCTGAT

CGAGTACTCGGCTAATTCCGTTTTTCAGTTCACTTTTCTGCAGAAATGTCAGTGTG

AGATTGAGATTGAGGTGGAGGAGGAGGGAGGCCTCTTTGCTATAGTAAAAGAGA

AGAGGCTTTGGCTATTCTGAGGCTGCTTATTAATTAGCACCCGCTTAGGCCTTTGC

TTTCTCCCATAGGTCCAGTAGACATAAATAAGTTATCATGGAGTTGGGCATTTTTT

TTTTCTGCATTGTTGTAGCCTTGGTTTAAAATTTGGCAAGGCAATTTAAGGATTAT

ATTGTAGAACAGCAGGGAGGTGGTGTCTTGTAACTTTTGTTGTTACATTGTAACCC

CCCGAATCAGGCCACATGGGCCGGAGGAGTTTGTGGGGGAGCACCGGAGCACTC

TTGTGCTTTTGGGACCATGAACTATGCTAGTTTATGGGTCTATGTATATGATATGT

TTGTGATTTGATTATACTTTCTTTTGTCGCCTTATCAAGTACCAATCATTATTAAGT

A 




