IDENTIFICATION

Species: Chenopodium quinoa
Locus: AUR62018603

Gene Model: AUR62018603
Description: CQEXPA-21
Family: Alpha Expansin

3D structure:

GENOME DATABASES
Phytozome: https://phytozome-next.jgi.doe.gov/info/Cquinoa_v1 0
KEGG: https://www.genome.jp/entry/T05764

EXTERNAL RESOURCES
https://www.cbrc.kaust.edu.sa/chenopodiumdb/
http://quinoa.kazusa.or.jp/index.html



https://phytozome-next.jgi.doe.gov/info/Cquinoa_v1_0
https://www.genome.jp/entry/T05764
https://www.cbrc.kaust.edu.sa/chenopodiumdb/
http://quinoa.kazusa.or.jp/index.html

GENE STRUCTURE

CqEXPA-21
5
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Gbp 2kbp 400t Giinp HKbp 100p 1200bp 14006p 1600bp

Legend:

Exon — Iniron

DOMAIN ARCHITECTURE

Superfanilies PLNOOOSO

Name Accession Description Interval E-value
[+] PLN00050 super family c131535 expansin A; Provisional 31-249 7.71e-82
SEQUENCES

Peptide

>CQEXPA-21

MTMRSTNADYGAYTPSTSYTPSTSYSPTEIWQSGHATFYGDESGSETMGGACGYGNL
HDSGYGFETAALSTVLFNNGNACGTCYEIKCVESKWCFTNAPSIKITATNLCPPNWY
QASDAGGWCNPPRSHFDLSKPMFMKIAEWTAGIVPVSYRKVSCGRTGGIRFQFQGNP
YWLLVSVINVGGDGDISQMWVKGTETDWVSMSRNWGASFQAFSKLGGQPLSFKLQ
NAAGQIVIAYNVCPTYWSNGLTYESNTNFY™*

CDS (coding sequence)
>CqEXPA-21

ATGACGATGAGATCGACAAACGCGGATTACGGAGCGTACACGCCATCGACCTCC
TACACGCCGTCGACCTCCTATTCACCAACAGAAATATGGCAATCAGGGCATGCTA
CGTTTTATGGGGATGAAAGTGGCTCTGAGACCATGGGAGGAGCGTGTGGGTACG
GAAACTTGCATGATAGCGGGTACGGATTCGAAACGGCAGCACTTAGCACGGTGTT
GTTCAACAATGGTAACGCTTGTGGAACGTGTTACGAAATCAAGTGTGTCGAGTCA
AAATGGTGCTTCACCAATGCGCCTTCGATAAAGATCACAGCCACTAACCTCTGCC
CTCCTAACTGGTACCAGGCTAGCGATGCCGGCGGGTGGTGCAACCCACCTCGCTC
CCATTTCGACTTGTCTAAGCCCATGTTCATGAAGATTGCTGAATGGACTGCTGGC
ATTGTTCCCGTTAGCTATAGAAAGGTATCATGTGGAAGGACAGGAGGAATTAGAT
TTCAATTCCAAGGGAATCCATATTGGCTCCTAGTGTCCGTGATAAACGTAGGAGG
AGATGGAGATATATCCCAAATGTGGGTGAAAGGTACCGAAACTGATTGGGTTAG
CATGAGCCGTAATTGGGGAGCTTCTTTCCAAGCATTCTCCAAATTAGGAGGCCAA
CCTCTTTCTTTCAAGCTACAAAATGCAGCTGGACAAATTGTTATAGCTTATAATGT
TTGCCCTACTTATTGGTCTAATGGGCTAACTTATGAATCCAATACCAATTTTTATT
AA

Nucleotide
>CgEXPA-21

ATGACGATGAGATCGACAAACGCGGATTACGGAGCGTACACGCCATCGACCTCC
TACACGCCGTCGACCTCCTATTCACCAACAGAAATATGGCAATCAGGGCATGCTA
CGTTTTATGGGGATGAAAGTGGCTCTGAGACCATGGGTTAGTCTTATTTTTAACA
ACGTATTATTAAGCTTTCGTATTAAAACGTATATTGTATACTTGGTACAATTTTAT
TCGTCCAATAAAATGTTTGAGTTTATTGAATATTTATCCCATACAATCATACAATA



CGTAATTAATTAATGTATATATAATGTTATAAACATACTACGTATATAGATACAC
ATATATAGTCGCATACATTAGTAGTATGGATTGTTCCTCACCTCATGTAAATGTGG
CCTTAGCAATATTAATATAAATAAATGGGTGTTTTTTTAAAAAAAAAAAAAAATA
TATCAACACTTTTACATTGTCAAATTTTGCATGATTCTATGAATAATAAAATGATG
ACCAAGAGCTAATTAATAATTTGGAGTTTTGCAATAATGTTGATTAGTATATTTTG
GTAAAGAATGAATGAATTGAGTAAAAGATGGTGATAAACAGGAGGAGCGTGTGG
GTACGGAAACTTGCATGATAGCGGGTACGGATTCGAAACGGCAGCACTTAGCAC
GGTGTTGTTCAACAATGGTAACGCTTGTGGAACGTGTTACGAAATCAAGTGTGTC
GAGTCAAAATGGTGCTTCACCAATGCGCCTTCGATAAAGATCACAGCCACTAACC
TCTGCCCTCCTAACTGGTACCAGGCTAGCGATGCCGGCGGGTGGTGCAACCCACC
TCGCTCCCATTTCGACTTGTCTAAGCCCATGTTCATGAAGATTGCTGAATGGACTG
CTGGCATTGTTCCCGTTAGCTATAGAAAGTATGTTTTCAATTCCTCCATTTCATAT
TATTTGTTCTTCATTTTTTTATTTCATACAACGCAAAGTAATCCCTATCATACGGTG
TGGCCAGTCACATATGAAAGTTTCTGTATTCCTATCATATATTCATATGAAAAGCT
TAAAAATATATTTTTAAAAAAAAAAAATTCTAACATCTTTCCAAATCAATCCAAT
CCATTATGACCGACAAACAACCCTATGTGTAATTTATTACAAAATACTCCGTAAT
ATGTAATTCTACGTATAATATCATATAATATGTGTAACAAAAACTTACACTGTTAC
ACAGTCCAAGATATGAGATTAAATCCAAATATATTCATGCATGCATGAGATCTAC
TAATAACCCGTATATGTGTGATTAAATCCAGATGTATTCTTACAATGTATGTGTGC
GTTCTATTAATAATCGGGAAAAATTTATGTATATGCAGGGTATCATGTGGAAGGA
CAGGAGGAATTAGATTTCAATTCCAAGGGAATCCATATTGGCTCCTAGTGTCCGT
GATAAACGTAGGAGGAGATGGAGATATATCCCAAATGTGGGTGAAAGGTACCGA
AACTGATTGGGTTAGCATGAGCCGTAATTGGGGAGCTTCTTTCCAAGCATTCTCC
AAATTAGGAGGCCAACCTCTTTCTTTCAAGCTACAAAATGCAGCTGGACAAATTG
TTATAGCTTATAATGTTTGCCCTACTTATTGGTCTAATGGGCTAACTTATGAATCC
AATACCAATTTTTATTAA




