IDENTIFICATION

Species: Miscanthus sinensis
Locus: Misin08G216400

Gene Model: Misin08G216400.1.p
Description: McsEXPB-43
Family: Beta Expansin

3D structure:

GENOME DATABASES
Phytozome: https://phytozome-next.jgi.doe.gov/info/Msinensis_v7_1
KEGG:-

EXTERNAL RESOURCES
https://grass-genome-hub.southgreen.fr/Genomeassembly/47213
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DOMAIN ARCHITECTURE

site 4 My
specific hits Pollen_allerg_1

Superfanilies DPBB_R1pA_EXP_N-like superfamily T Pollen_allerg_1 superfamily

List of domain hits o
Name Accession Description Interval E.value
[+] DPBB_EXPB_N 22275 N-terminal double-psi beta-barrel fold domain of the beta-expansin subfamily; Beta-expansins ... 50-173 7.58e-68
[+] Pollen_allerg_1 plam01357 Pollen allergen; This family contains allergens lol P, Pll and Pill from Lolium perenne. 181-257 8.28e-28

>MCcsEXPB-43

MAGASSSSSAACCGFSIRAVLLASSLVCAACLFGSGEASGAAHRVVDPEWHPATAT
WYGSAEGDGSDGGACGYGTLVDVVPMMARVGAVSPVLFKSGEGCGACYKVRCLD
HGICSRRAVTVIVTDECPGGVCSGGRTHFDLSGAAFGRLAVAGAGGQLRNRGEINVV
FRRTACRYGGKNIAFHVNEGSTSFWLSLLVEFEDGDGDIGSMQLKQANSAQWRDMQ
HVWGATWSLTPGPLVGPFSVRLTTLSGKQTLTAQDVIPKNWAPKTTYTSRLNFA*

CDS (coding sequence)
>McsEXPB-43

ATGGCCGGCGCCTCCTCGAGCTCCTCTGCCGCCTGCTGCGGCTTCTCCATCCGCGC
GGTGCTCCTCGCGTCGTCGCTCGTGTGCGCCGCGTGCCTCTTCGGCTCCGGCGAG
GCTTCGGGGGCGGCGCACAGGGTGGTCGACCCCGAGTGGCACCCGGLCCACCGCCC
ACCTGGTACGGCAGCGCCGAGGGCGACGGCAGCGACGGCGGCGCGTGCGGGTAC
GGGACGCTGGTGGACGTGGTGCCGATGATGGCGCGCGTGGGCGCCGTGAGCCCC
GTGCTGTTCAAGTCCGGCGAGGGCTGCGGCGCCTGCTACAAGGTCCGGTGCCTGG
ACCACGGCATCTGCTCGCGCCGCGCCGTCACGGTCATCGTCACCGACGAGTGCCC
CGGCGGGGTCTGCTCCGGCGGCCGCACGCACTTCGACCTCAGCGGCGCCGLGTTC
GGCCGCCTCGCCGTGGLCCGGCGLCLCGGCGGCCAGCTGCGCAACCGGGGCGAGATC
AACGTCGTCTTCCGCAGGACGGCGTGCAGGTACGGGGGCAAGAACATCGCCTTCC
ACGTGAACGAGGGCTCCACTAGCTTCTGGCTCTCCCTCCTGGTGGAGTTCGAGGA
CGGCGACGGCGACATCGGATCCATGCAGCTCAAACAGGCCAACTCGGCGCAGTG
GCGAGACATGCAGCACGTCTGGGGGGCCACGTGGAGCCTCACCLCCGGGLLCCGLT
TGTGGGGCCCTTCTCCGTGCGGCTGACGACCCTGTCCGGCAAGCAGACCCTTACG
GCCCAGGACGTCATCCCCAAGAACTGGGCCCCCAAGACCACCTACACTTCCCGGC
TCAATTTCGCGTAG

Nucleotide
>McsEXPB-43

TGCCCTTGTCCACATTATAAGTCCAGGCAGCCACCACCCTACTCGTGCATTCCCAT
TGTCCCTTCCCCGCCATTTGTGCAGGGGGGCAGCTCTGAGCACTCAGCACATCGG



GGACTGGGCTTCTCGAAGCCTTAAAAGCGATCCCAGAGAGAGGAGGAAGTACCA
CCACCAGTCCACCACTCGAGCGAGGTCGGGCATTTCTGCACAGGACAGCAGGGG
TGTCGGTAGGCGTTCGCTGCCTGGCTGTGCCGCCGCCGCCGTTTCTCTGCTCTTCA
CGTACGTGCGCGCGCGCCATGGCCGGCGCCTCCTCGAGCTCCTCTGCCGCCTGCT
GCGGCTTCTCCATCCGCGCGGTGCTCCTCGCGTCGTCGCTCGTGTGCGCCGCGTGC
CTCTTCGGCTCCGGCGAGGCTTCGGGGGCGGCGCACAGGGTGGTCGACCCCGAGT
GGCACCCGGCCACCGCCACCTGGTACGGCAGCGCCGAGGGCGACGGCAGCGACG
GTAATATATACCTCCATCCATGGCTCTATGCTCAATAACCACATCCTTCGTCCTGG
GTAGAAGAGAGTATATGATGACACTCTCTCTCCAAAGAATTAACAATGGCGAATG
CATTGCACTTGCACCTTCACTGCACCCAAACTTGTGATCCTTTTCTTTTCTTTTCTT
TTTTGCTGTAAATCCGAGCAGTAAGCATGACACTTAACCTTTCGATTTTTCTTTTT
CTTCCAAGTAAATACTTCTTCCCATTGCCACATTTTGGCGTTACATCGGCCGGCGT
ATCCCTTGAAGTCCGATAGAGCAAGGACCGTGGCTTGCCACGTAGATTAAAGACA
ATATATTGTCAAGCGGAGAGAGCCTTTAAGATTCGTGCGTACGATGGTGGCCGGC
AATGGAGCCTGTAGCAAATAGCCATGGTCGTGCTCCACTGTGTCGGGTCCTTAAC
TCGCCGCTTTTACTAGGAACCAACAACCGTATCGCGTCGGGTTTAATCCACCGAC
ACTCAGCTCCGACGTACGTATTTTCCGCCTGACACGTACAAAATGGGCTGACAGG
CATGTATATATAGAGGCACCTGCACGTCAAATACCTGTGTTACGTACAATGGTCA
AATGGATTCACTTGCAAGTCAATTATTACAGCTATAGTTTTTTTTTTATTAGAACG
AGGCCAGGTTGCATCAGTATTTTTGTTTTTTACCCTGACCATGTGAACCAGTGTGG
GAACGGTCCAATTTTCGATCATTTCTCAACGGAACTGCTGCTGTGTCCATACTTGA
GAGCTACTAGTTGCATTTCTCTGCGTCCCTACAAATATTCTACATGTTGCCCACTC
AGTAACTAGGACCTTTTGTCCACGTGCATGCCGCGCTGGTTTCACCTTTTTGTAGC
TTATTATATACGAAGAACTGTCAATAGTAAGGCCCCGTTTGGTAGTGAAGCCATT
TTTTTTTCTTTAGCTCCACGAACAGTTTCACCGGTGGAGCTGAAGCGGTTTTGGTA
AACCGTTTGGTAAAATGGCTTCCCTGTGAGAGCATGTTTTTAGGGGCCTGGAGGA
GGAGCCGGGAGAAGCCACTTTTTTTTGCTCCATCCCATCCTAAATCATTGTGAGA
GCATGTTTTTATGGGCTTCATAAGTGAAGCTATTTTACTTTACCCCGTTTGGTAGA
AAACGGCTCCAAACGACTCTTGAAGCCGATGGAGAAGCCCTGTCAAACGGGGTC
TAATTATAGTACCACTCTCTGTATTTGTCTCTCTAATCCCTGTATCACCGTGTTCAA
TAACAAGAATTAACCACCTGCAGGCGGCGCGTGCGGGTACGGGACGCTGGTGGA
CGTGGTGCCGATGATGGCGCGCGTGGGCGCCGTGAGCCCCGTGCTGTTCAAGTCC
GGCGAGGGCTGCGGCGCCTGCTACAAGGTCCGGTGCCTGGACCACGGCATCTGCT
CGCGCCGCGCCGTCACGGTCATCGTCACCGACGAGTGCCCLCGGLGGGGTCTGLTC
CGGCGGCCGCACGCACTTCGACCTCAGCGGCGCCGCGTTCGGLCCGLCCTCGLCLGTG
GCCGGCGCCGGCGGCCAGCTGCGCAACCGGGGCGAGATCAACGTCGTCTTCCGC
AGGTACATGCATGCATGCACAGATCTATGTTTACTGGTCATCAAGGCTACTGCAC
TATGTAGTACGGCAGAGATGAGTGCTGCAAAGGGTAAAGAAGCACGCGAAGGGG
ACGGTTGACGGTTGTTGGTCAACCCTATCGGGCGGGCGAACTGCATGCCTTGCTC
CTGACGTTACTAGAAAAATGCGGACACTTGAGCTCTGTCAAAACGAAAATGATTC
TACAGCACTGCATTCCTCCTGGCCGGCCGGCAGTGTGTGGTACCAGGGAGAGCCA
GTAGACAGAAGGTTAAAAAAATGTGACGCTGTCAGATGAGGACCACCATGGGGC
CGGGTATGCAGTACGTAGTTGGATCTTGGAACGTGCCATGGCCAATTGGCCGTGC
CATGCATTCCCTCCCTTCACTGAATTCATTCAAAGAGCACAGTGGGCACGCCATG
GCCAGGCAGAAATCAATGTGAGACAGAGTTCGCGCTCTCCGTACTCGCTTATGGC
GTGCGATGGAATGCAAACAAGCCGCAACGGCCACCGTACGTGTGCTGAGTGTTG
GCTGTGGCGTGCGCATGGAGTAACCTGCCGCGGGTGAATCCTCAGCTAGTAGCGA




CGGATGGGGTTAATAAAATTTACCGCCGGTGTTTTTGTATGCATGCATGCAGGAC
GGCGTGCAGGTACGGGGGCAAGAACATCGCCTTCCACGTGAACGAGGGCTCCAC
TAGCTTCTGGCTCTCCCTCCTGGTGGAGTTCGAGGACGGCGACGGCGACATCGGA
TCCATGCAGCTCAAACAGGTAAATAACACTAACACATCGATGCAAAGCTTGCCTT
TCTTCGCAGTTCACACCACATCCATAATACATATATACGGCTCCACTCGACCACG
GCACCATGGATGCGTGCGTACGTGAAGTATATGATCATTGCGGTGCAGACGTGCA
GTGCAACAAGGGCATTTTCCTCGGTGAAGCTGTGTTTAGTTGGTTGAAATTTGAG
AATTTGGCTACCGTAGCACTTTTGTTTTTATTTGGCAATTAGTATTTAATCATAGA
CTAATTAAGCTCAAAACGTTCGTCTCGTGATTTTCAACCAAACTGTGCAATTAGTT
TTTTTTCGTCTACATTTAATGCTCCATGTACGTATCGCAAGATTCGATGTGATGGC
TACTGTAGCACTCTTTAGGAAAACTTTTTGAAACTAAACAATGCCTGATATGTGG
GAAGGTGTTGGCGTTTCTTTCCATAGGGACGGACATGCGGGTGTTTGTGGGGCAG
TGCTAGTGCTGCAGCATGCCAGCATGTGAGTGGGATCCGGCTTGCTTTTTCATATG
CGGCGGCTAGGGACATGGGCGATGGTTTTCTGGACGCATGGGATGGGCCGCAAA
TAGGCTTTTGTCTGCTCCCCTTTTGGTGTCCCGTCGCGTCCATTAATATTGGCCATT
TCTGGTGGGAATGTTGCATCTAGGGTTCTAGAATCACATGCATGTATGTCCTCTCT
CAGTCACACAAAACAACACCACGGCTAGTAAAGGCGCGTTTAGTTGGCCGGAAT
TTGGGCGTGCAAAGTTTGCATAGTGTCAGATTCCCTACTGTAGCATTTCGTTTGTA
TTTGGTAATAATTGTCCAACCGTTGACTAATTAGGCTCAAAATGTTCGTCTCGCAA
AGTACAACCAAACTATGCAATTAGTTTTTAATTTCGTCTACTTTTAGTATTCCATG
CATGTACCGCAAGTTTGATATGACGGAGAATCTTCTTTTTACATAGTGCCAAAGTT
GGGAACTAAACAAGGGCTAAGGGAGCTATGTTAGCTAGACTAACTTGCAGTGGC
GGAGCCCCATGTAGGCCANNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNN
NNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNN
NNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNN
NNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNN
NNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNN
NNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNN
NNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNN
NNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNN
NNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNN
NNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNN
NNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNN
NNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNN
NNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNN
NNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNN
NNNNNNTGATACTTAGTAAGTAATAGATATTTGCACATTAGAGAAAAGTTTAACA
ATATTAGCCCCCTCTTGAATTCCCTTCACTCTCCGCCATAGCTAACTTGATACTGT
CTGCGGCGTTTGCCGGCAAGTCTAGTGGTACGGCACAGGTTAGAGTTTTGTTACC
TTTCCGGCAAAAAAAAAGTTTTGTTACCTTATTACGCTATAATAAATTGTAGTACT
AGTTTTGCCAAAGCCGTTATTATCGGTTCAACTCCAAAGAACTTCAGTAGCTCTTC
AGAACAGTTCAGTTTATTTTCCCTGCGACAATAATGACAGCAGCTGATCTGAGTT
GCCAGCTACACATGCATGCCCCTGTTCATTTTTGTCAGGAGTTAACAATAATCTCT
TCCTTTTTCCCTACAGTGTGCTTCTGCTTGTACAATAATGCTAGCATGTTAACAAT
AATATGCTTACCCCATATTCGGCTTATTCGGTTTCTTTTTTTAGCCGGAACAGTAT
TTTTCCCTCGCAACAATTCAGCCAGAACAGTGTTTTTCAGCCAGTTTCAGTCAAAA
TTCTGTCAGCCGAACGGGCCCTAGTTATCCCCACTGCCTGTACCAGCGCTCTCAA




ACTCTGTGCTTGTTAATTACTCCAGCTATTATTACATACCTTTTTTTTTTGTCTTCG
GTGTTATTTGGAGTGACTGAAGCTGCACTTCGATGTGGATGCAGGCCAACTCGGC
GCAGTGGCGAGACATGCAGCACGTCTGGGGGGCCACGTGGAGCCTCACCCCGGG
CCCGCTTGTGGGGCCCTTCTCCGTGCGGCTGACGACCCTGTCCGGCAAGCAGACC
CTTACGGCCCAGGACGTCATCCCCAAGAACTGGGCCCCCAAGACCACCTACACTT
CCCGGCTCAATTTCGCGTAGAGGGCGCCTGCCGGGCCCGCGTATTATTGGCCCGG
GAGGTGGTCAATTGGGCTTAGAATATAGTCATTCGGAGGCCCACATTGTTCTGTG
CAAGTTTGATGCCGCGTGAAGAAGTGTGAAGATAAGCTGGTATAGTAGTGGATA
ACCTGGTATTATGGCCCAGGTAGCCCCTCTCCAAACTGGAGAGAGAGCGTCTGAT
TTGGTTTTGTGTGGGCCGCATGCTTCCTGGAGGCTGGAAATGGGAGCTCCGGTGA
AGAGCGGCTGGGGAACCAAAGGCGTGACTCCTCTTGGATGGACTCATGCAGTACT
TATTTCTGCGTTCTCTCGTAACTTAATCTATTATTCTTATCGTGCCCTTGGTACATG
GGTTGTAACTTGTGACTTATGCACCCTAATTTATAGGGTCCCTAAACTATAATCCT
CTATTGTTTGTTCATGTTAGCTATCAACGACTGTTGCCATTTTGGAAAAAAAAATG
C





