IDENTIFICATION

Species: Panicum hallii

Locus: Pahal.9G389000

Gene Model: Pahal.9G389000.1.p
Description: PhEXPB-26
Family: Beta Expansin

3D structure:

GENOME DATABASES
Phytozome: https://phytozome-next.jgi.doe.gov/info/Phallii_v3_ 1
KEGG: https://www.genome.jp/entry/T07366

EXTERNAL RESOURCES
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DOMAIN ARCHITECTURE

17 200 ns 280 27

Query seq,

Specific hits B | Pollen_allerg_1
Superfanilies \ DPBB_R1pA_EXP_N-1like superfamily Pollen_allerg_1 superfamily

List of domain hits d
Name Accession Description Interval E-value
[+] DPBB_EXPE_N 22275 N-terminal double-psi beta-barrel foid domain of the beta-expansin subfamily; Beta-expansins 39-162 137e-78
[+] Polien_allerg_1 ptam01357 Pollen allergen; This family contains allergens lol PI, PIl and PIIl from Lollum perenne 170-252 5.12e-26

MMPAAVIVSSSKVAAAALAVALFAVLASYAEAAKPGGGWLPAKATWYGAPNGAGP
DDNGGACGFKHTNQYPYMSMTSCGNEPLFKDGKGCGACYQIRCLNSTHDACSGRA
KRVIITDMNYYPVSKYHFDLSGTAFGAMAKTGLNDKLRHAGILDIQFRRVPCNYKGL
TVNFRVQVGSNPNYFAVLVQYAGKDGAVVQVDLMETDGATGRPTGAWTPMRVSW
GAVWRLDTSRPLRAPFSLRIRSDSGKTLVADNVIPADWKPMTDYPSSVQFP*

CDS (coding sequence)
>PhEXPB-26

ATGATGCCAGCCGCCGTGATCGTCTCCTCATCCAAGGTGGCTGCTGCGGCACTCG
CCGTCGCGCTGTTCGCCGTGCTTGCCTCGTACGCCGAGGCCGCGAAGCCCGGLGG
CGGCTGGCTCCCCGCCAAGGCCACCTGGTACGGCGCGCCCAACGGTGLLGGLLCCC
GACGACAACGGCGGCGCGTGCGGGTTCAAGCACACCAACCAGTACCCCTACATG
TCCATGACGTCGTGCGGGAACGAGCCCCTGTTCAAGGACGGCAAGGGCTGCGGC
GCGTGCTACCAGATACGGTGCCTGAACAGCACCCACGACGCGTGLTCCGGLCGG
GCGAAGCGCGTGATCATAACGGACATGAACTACTACCCGGTGTCCAAGTACCACT
TCGACCTCAGCGGCACAGCGTTCGGCGCCATGGCCAAGACGGGGCTCAACGACA
AGCTCCGGCACGCCGGCATCCTGGACATCCAGTTCCGGCGGGTGCCCTGCAACTA
CAAGGGCCTGACCGTCAACTTCCGCGTCCAGGTGGGGTCCAACCCCAACTACTTC
GCCGTGCTGGTGCAGTACGCCGGCAAGGACGGCGCCGTGGTGCAGGTCGACCTC
ATGGAGACCGACGGCGCCACGGGGCGGCCGACGGGGGCGTGGACGCCGATGLGC
GTGTCGTGGGGCGCCGTGTGGCGGCTGGACACCAGCCGCCLCGLCTGLGGGLGLLCT
TCTCGCTGCGCATCCGCAGCGACTCCGGCAAGACGCTGGTGGCCGACAACGTCAT
CCCGGCGGACTGGAAGCCCATGACCGACTACCCATCCTCCGTCCAGTTCCCCTGA

Nucleotide
>PhEXPB-26

ACGGCAACGTCCGATGTGGCGACGACTACCGATGCTGCCCAGCTGCTCGATCAAA
CTCCTCTCTTTGCCCAGCCCATCCAGCTGCTTAATTGCCCGCCTATAAGAACACCG
GCAGCTAGCCTCGTTCCTTCCCATCACCAGAGCACAACACAGATCGAGCAAGTAC



ATTAGTACGGAGTAGTAGGCTAGTAGCTTACAAAGCTGATCAGATCGATGGCAGC
TGCCCTCGTTGTTGGGCTCCTCGCCGTGCTTGTCGCGCATGGCGCCCGCGCGCAGC
CAGCGAACCACACCTCCTCCGCCGTCCGCCAACTCCGCGGCTCCGGCGGLGGLTG
GCTCCCGGCCAAGGCCACCTGGTACGGCGCGCCCAACGGCGCCGGCCCCGACGA
CAACGGTATGTACACGCGTTGCTGTCGTGTTTACAAGCTGGTTTCGCATGCATGCC
ATCCGAGCAATGCCGTGGCTGACATTGTGTTGTGCATCCGGTTCTTCTTCTGCAGG
TGGCGCGTGTGGGTTCAAGGGCACCAACCAGTACCCCTTCATGTCCATGACGTCG
TGCGGCAACCAGCCCCTGTTCAAGGACGGCCAGGGCTGCGGCGCATGCTACGAG
GTAATTACGGTTAAATTACTCGTCCACTTTGTCCTGATCATTTAATCCTGATCGGT
CAAACGTATAAACCTATTAGTATAAACCAGAGTAGTAGGAGCAGCCAGGACTAG
TAGATTTTTTCCTCGAGGTTAACGACATTGTTGAGTACTCCACAGACCCCACTAGG
AGAGTAGTTGAATTCGTGCGGTCAAACTCAACATGCCTAGCGCATCTTTTCACGT
TCTGCTTAAACTTCAGGTAAAGTGCACCAGTAAGAACAACCCCGCCTGCTCCGGC
CAGCCCAAGCGGGTGATGATCACGGACATGAACTACTACCCGGTGGCCAAGTAC
CACTTCGACCTCAGCGGCACCGCGTTCGGCGCCCTGGCGAGGCCGGGCCTCAACG
ACAAGCTCCGCCACGCCGGCATCATCGACATCCAGTTCCGGAGGGTGCCCTGCGA
CCACCGGGGGCTCACCATCAACTTCCACGTGGAGCAGGGCTCCAACCCCGTCTAC
CTCGCGGTGCTGGTCGAGTACGCCAACAAGGCAGGGACCGTGCTGCAGATGGAC
CTCCGCGAGTCCGGCTCGCGCTACTGGACCCCGATGCGGCGCTCCTGGGGLTCCG
TCTGGCGCCTGGACTCCAACCACCCGCTGAGGGCGCCCTTCTCGCTGCGCATCCG
CGGCGAGCCCCGCAAGCCGCTCGTGGCCTACAACGTCATCCCGGCCAACTGGAG
GCCCAACACCGACTACCGCTCCTACGTCCAGTTCAACTGAGCGCATGACGATGAT
CATTCTGTAGGCATACATTGCTGGTTCGGTTGTTGATTTATTTGTCTTTAATTTGTG
CGGGCACTTGGGAGGCGTGGGAAATGGAGGAGGCAAAGTGTTTTATACATATGT
GCTCTCCCGCCCACCGCCCAAAGTGTGTGCAAGTACAACTGGTGTGCGTCCGATT
ACTAGAGTGATATACTGTAGTGTGTAACCAAATCACGAGGTTATGCATCGTCAAT
GGATTTATTAATAACTACTTTGCCGATCACATGTTTCTGATTATTCTACCAGATGT
GGATCCGCTGCGCACTTGCAATCTATGAGCTTTTCAGATCACAGTAGAAACTGCA
TTGCATTGTCTATATTTGTAGAGGTACTGTGACACATGCTGGTTAG




