
IDENTIFICATION 

Species: Nicotiana tomentosiformis 

Locus: XP_009631918 

Gene Model: XP_009631918.1 

Description: NtmEXPA-11 

Family: Alpha Expansin  

3D structure: 

 
GENOME DATABASES 

NCBI: https://www.ncbi.nlm.nih.gov/genome/?term=Nicotiana+tomentosiformis  

KEGG: https://www.genome.jp/entry/gn:T05025  

EXTERNAL RESOURCES 

- 

https://www.ncbi.nlm.nih.gov/genome/?term=Nicotiana+tomentosiformis
https://www.genome.jp/entry/gn:T05025


GENE STRUCTURE 

 

DOMAIN ARCHITECTURE 

 

SEQUENCES 

Peptide 

>NtmEXPA-11 

MAIVATFSILSMANYATFSILSLFFIFFLSFCVNESFADNGGWQSAHATAYGGGDASG

TMGGACGYVNLNSQGYGTNTAALSTALFNNGLTCGACYQLKCNNDGKRCISGTITV

TATNFCPPNPSLPSNNGGWCNPPLQHFDLAQPAFLKIAQYKAGIVPVSFRRVPCKKKG

GIRFTINGHSYYNLVLVTNVGGAGDVHSISIKGSKNGWTSMSRNWGQNWQSNSYLN

GQSLSFKVTTSDGRTVTSNNAAPANWQFGQTFEGRQF 

CDS (coding sequence) 

>NtmEXPA-11 

AGCAGCTGCCACTAATTAGTTCTCTAATTAGTCATTTCTCTAACATTAATTACCTG

AAAACTTCTTCTTCACCAATGGCTATTGTTGCAACATTTTCCATTCTTTCAATGGC

TAATTATGCAACATTTTCCATTCTTTCTCTTTTTTTCATCTTCTTCTTAAGCTTTTGC

GTCAATGAGAGTTTTGCTGATAATGGAGGGTGGCAAAGTGCTCACGCCACAGCCT

ATGGAGGGGGTGATGCATCTGGCACTATGGGGGGTGCTTGTGGTTATGTTAATTT

GAACAGCCAAGGTTATGGAACAAATACTGCAGCATTAAGCACAGCTCTATTCAAC

AATGGTTTGACATGTGGGGCTTGTTATCAGCTCAAATGCAACAATGACGGCAAAC

GGTGCATTTCTGGAACAATTACTGTCACTGCTACAAATTTCTGTCCTCCTAATCCA

TCTTTACCTAGCAACAATGGTGGCTGGTGCAATCCTCCTCTTCAACATTTCGATTT

GGCACAGCCTGCTTTCTTGAAAATTGCTCAATATAAAGCCGGCATCGTCCCAGTA

TCTTTCCGCAGGGTGCCTTGCAAGAAGAAGGGAGGAATAAGGTTTACAATAAAT

GGCCACTCCTATTACAACTTGGTTTTGGTGACTAATGTTGGAGGTGCTGGTGATGT

TCATTCAATTTCCATAAAAGGGTCCAAAAATGGATGGACATCAATGTCAAGAAAT

TGGGGCCAAAACTGGCAAAGCAATTCATATCTCAATGGCCAAAGTCTTTCATTTA

AAGTGACTACAAGTGATGGAAGAACTGTCACAAGCAACAATGCTGCACCAGCTA

ATTGGCAATTTGGCCAAACTTTTGAAGGGAGACAATTTTAGTTTCACCTACACAC

TCTAGGGGAAAATAAATAAAGAGGCTAGAGAGGACGTCAACTTTTATATACTGA

TAGTGTACAAAATTATCATTCTGAAATAATCATTATTAGTGAGTGTGTATTAATAA

CGTTAAAATAAGATAAATAATATGTTATACTCCTAATAGATTATAAGTTATATCT

ATTCAAAATTATTTTGTAGAGATCGTGTATATAATTTAAATTCATTTGCACTCGAC

ATGGAATAGTGCGTTTGAGAGAGGCTCCTCATGAGGGAATATCCTTGTATTGCTG

TGGACTGTGGTGGCTAGTTTGCTTATAGCTTAAGCCTAAAGTAGATTCTAAGTAG

ATTTTGTGAA 



Nucleotide 

>NtmEXPA-11 

ATTTATAGAAGTTAGATATGACCATATAATTACAAATTAAGATTATTCGATCTACT

ACCTTCCAATTCTCCACGTTGTTACCTACCTAATTAGCAATATTTTAAGTGAAGCA

GAAAAAAATATTTATACTTTGACATGAATCCAATAAATAAATAAAATAAATAATA

GAAAAAAGGGATATGAATATTGAAGGGAAGGCTATAAAGATTCGAAAAATGCAT

GTGCTTGTAGGATCTTAAGAAAAATATCAATCGGTAGTTCGTTTAGAACAACTGC

ATGTGCAATTTAGTCGTCGTTTTATGACCATATCAAATGTATATGGACGTATTAAA

TGATTAAATAATAAAAGATGAAGAATCAATTGAAGTAATTAATTAAAAGATAGTT

AAAAAAAAAAGATTTTTGGTTGTTGTCACTTTCTAATTAAGCTCCAATTTCATCTT

TTTATTTTCTCTATTATAAGTAGCTTCTCATTACCCTCAGCTTGTATCAAGCTAGCT

AGCAGCTGCCACTAATTAGTTCTCTAATTAGTCATTTCTCTAACATTAATTACCTG

AAAACTTCTTCTTCACCAATGGCTATTGTTGCAACATTTTCCATTCTTTCAATGGC

TAATTATGCAACATTTTCCATTCTTTCTCTTTTTTTCATCTTCTTCTTAAGCTTTTGC

GTCAATGAGAGTTTTGCTGATAATGGAGGGTGGCAAAGTGCTCACGCCACAGCCT

ATGGAGGGGGTGATGCATCTGGCACTATGGGTATAATTCAATCTTCTTTAATTTAC

TTCTTAGCTTTTTGTTCTTTTAAAAGGTCTAATTTTTAAGTAGAGGGCATGCTTATC

TGTGTCGCATGGACTCTCTAAAATAATATCGCATGTGTCGGATCCTCAAAAAATA

TGTTGGAGAATTCAATACGCATCCGACGATATTTTCAAAGAGTCCATGCAACATA

GATGATTCATATTTCTTGATTAGAGTAGCTTTAATTTTTGATTGTGCTGATTGAAA

CAAATGTATAATCTTAGGGATCAGTTTGGTTTACATACTAGTTAGGCGGAATTAT

AATGTAGAGAATTGTTTATGCAGTGAATAATAAATACGCAGATTGATGTATAGGG

TGAATTAAAATATACAGAACGGGTTGGTTTAAATAAAAAGTGAGATGGGTCTTTT

ACGGGCAATCAGATCGTGCCACGCGACTTTTTAAAGTTTTGAAAGAGGATTTAAC

GCATGAGGAGTAATTTGAACCGAAAGTGCAACGATAAAGATACTTTTAATAAGA

AACTGAAACAGAGGATAAATATAGCTTATTTTAAATAATACAGCGGTAAATATGA

TCCTTTTTCGTTAAATGTAGCGGATATGAACTGTTATGTAAGTGAATAACTACTTT

TAAGAATATTTTTGTCTTTAAATGCTTTGATATCCATATTGCTAATACGTATTCTTA

TAATCTCATTTAATATTCTATTCCACGTAAAAACAACACATACAAACGCATAACT

TAGGGTCTGTACTATTTTAAACCGTCAACTCTGCATAAAATTATATATGCAATGAT

TGTTTTTTTTCTTATACGGCCAACCAAAACTGCAATACTTATGAGAGAATTAGTTT

CCCTAATCTCTCAGTAGCAAACATTGTCTTATATATTTTGATTACGGTATTTTTTTA

TCCCTATGTTGCTCGAACTTTTCAAAAATATTGCTAAGTATATGTTGGATCCTCCA

AAAATAGTGTATTTTTGGAGATTTCAATAGGCAGTGGCGGAGCTAGGTGAGTGCC

CCTTCACCCCTTCACGGAGAAATTACATGGTGTATATAAGATAAAAAGAAATTAT

GTATATACATGAGATGTTGAATCTCCTTGATTTCTCTACGTGTGTAACTTTTTAAA

TTTTTTTAATCCCTTTAGTAAAAATCTTGGCACCATTACTCTAACATATGTGCGAC

ATCATTTTGAAGAGTTCGTGCAACATAACTTAATTATACCTCAACCAAACGACTA

TTTAGTCGTTTGCATGATTTTAACTAGTGACTAAATAACAAAGTAGAGTACAAAA

AGGTCTTTGTATATATACAACAACAACAACCCAGTATAATCCCACTAGTGGGGTC

TGGGGAGGGTAGTGTGTACGCAGACCTTACCCCTACCCTGGAGTAGAGAGGCTGT

TTCCAATAGACCCTCGGTATCCTTCCCTCCAAGAACTCCCACCTTACTCTTGGGGT

GACTCGAACTCACAACCTCTTGATCTTTGTATATATAATACTAACTAAAACTATAT

ATGGTTTGAAAAATGCAGGGGGTGCTTGTGGTTATGTTAATTTGAACAGCCAAGG

TTATGGAACAAATACTGCAGCATTAAGCACAGCTCTATTCAACAATGGTTTGACA

TGTGGGGCTTGTTATCAGCTCAAATGCAACAATGACGGCAAACGGTGCATTTCTG



GAACAATTACTGTCACTGCTACAAATTTCTGTCCTCCTAATCCATCTTTACCTAGC

AACAATGGTGGCTGGTGCAATCCTCCTCTTCAACATTTCGATTTGGCACAGCCTGC

TTTCTTGAAAATTGCTCAATATAAAGCCGGCATCGTCCCAGTATCTTTCCGCAGGT

AAATTTTTCCTATTAGAGTCAAACCTCTATGTAACAGTCTCGTTTGTTTCAGATAT

TTGTGGATGTTATAGCGAATTGCTGTTATAGAAAACATATATTATAACAGAAAAT

AAAATTTGGTTCCGGAAAAACTTGGTTTTTATAGTGAAGTGTTGTTATATAAGAA

TCCTGTTATAGAGAGGTCTGACTGTATTCTCTGTCCTCATTTTATCGAGTTTATTAC

TCAAATGATCACTCAACTATATGAAATTACATAATAAAGTCATTCTTCTTTAGTTT

GTAATAGAAAAGTCACTTTAACTATATATATATATATATATATATATATATATATA

TATATATATATNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNN

NNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNN

NNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNN

NNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNN

NNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNN

NNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNN

NNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNN

NNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNN

NNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNN

NNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNN

NNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNN

NNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNN

NNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNN

NNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNN

NNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNN

NNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNN

NNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNN

NNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNN

NNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNN

NNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNN

NNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNN

NNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNN

NNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNN

NNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNN

NNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNN

NNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNN

NNNNNNNNNNNNNNNNNTTTTTTTACTTTTTAAATATTACTCTATAATTTTCTTTT

TTAATCTATATTATGGACTTACCTATAAAACAAATAAATAGTATTTATATATTCTT

GGAAATTATTTTTTATTTTTTATTTCATAAATAAAACTTATTTGTTCAATAGGCAA

GTCTATAACACAGATTAAAAAGGAAAAAAGATACCGTCATAATAAAAATTAAAA

AAGAGAAAAAATATAAAGGTTAATAATTTAGAGGATAAAATATGTATTTGACCA

TCGAAAATTTGAGAATCTAGTTAGATGATCTTCTGAGTGTTATATGTATAATTAAG

TAATTTTTGTTACAAATAAAAAAAATATGACTTTATTAGGTAATTTCGTATAATTG

ATTGACCGGCCATTCGAATAATGCACTCCATTGTGTGATAGTGTTTGACTATACAT

AAAGTATAAACAGAGAAGAAAATTTATATGCAAACTATCAAAATTGCATGTACT

ACCAACAATTAAATGCTAGGTATGGTGAAAGTTCCACTCATCCTTTCATATTTCTC

GTTTAATTAAAGAGGTAAACTTTCATATCAAGTGAGTCTCAATAAATCTTATCTAT

GAGCCAATATAAAAAAAAAAGAACAAATAGTTTTACAATACCGAAATGTGATGT



TCTTTTTGTCATAGACAGTAAAGAAAAGAGTGTCGAATAAAATGAGACGAATGG

CATAGGACAACATTTTTACTGTCTAAGATGGTGCATATTTGCAATAACTTCAACCT

GATTGAATTCACACAAGAGGTCAAGATGTAAATATTAATATTAATAATATGTGAT

TTGAATTTGGTCTCCAACAGGGTGCCTTGCAAGAAGAAGGGAGGAATAAGGTTTA

CAATAAATGGCCACTCCTATTACAACTTGGTTTTGGTGACTAATGTTGGAGGTGCT

GGTGATGTTCATTCAATTTCCATAAAAGGGTCCAAAAATGGATGGACATCAATGT

CAAGAAATTGGGGCCAAAACTGGCAAAGCAATTCATATCTCAATGGCCAAAGTC

TTTCATTTAAAGTGACTACAAGTGATGGAAGAACTGTCACAAGCAACAATGCTGC

ACCAGCTAATTGGCAATTTGGCCAAACTTTTGAAGGGAGACAATTTTAGTTTCAC

CTACACACTCTAGGGGAAAATAAATAAAGAGGCTAGAGAGGACGTCAACTTTTA

TATACTGATAGTGTACAAAATTATCATTCTGAAATAATCATTATTAGTGAGTGTGT

ATTAATAACGTTAAAATAAGATAAATAATATGTTATACTCCTAATAGATTATAAG

TTATATCTATTCAAAATTATTTTGTAGAGATCGTGTATATAATTTAAATTCATTTG

CACTCGACATGGAATAGTGCGTTTGAGAGAGGCTCCTCATGAGGGAATATCCTTG

TATTGCTGTGGACTGTGGTGGCTAGTTTGCTTATAGCTTAAGCCTAAAGTAGATTC

TAAGTAGATTTTGTGAATGTTTTTGTATTCCTATATTCTTTTCGCGAGTTGATTGCT

TATATGACTACTCAATTATTGCAAATGATGTAATATAGTCACTTTTTTTAAATAAA

AATCGTCACTCAACTAATGAAAATGATGTAACAAAGTTAATTTTTTTTAATTTTGT

AACAGAAACTTACTTTATATCAATCAACTATACTCTTAGCTAGAAAATATATATTC

GGTAATAATTTAATAAAAGTCTAAACTCAAAAAATAAAAAAATGAGCGATTTTA

ACCAATATAGGAACTCGACTCACCTATCTCTAACGAAAGTAAAGTACAATTAAAT

TAAACAAACTACTTATGGTCATTGTTATTTAGCTTGGACACGTGAAAAATATATG

ACATTCCTATTAATTTTAAATTTAAACAATCCATTTGGGAGTACCATAAGTTGGAT

CAAAAGTACTCAATATTATTAAATTCAAAGATCATATATGCTCAAGAAAATACAG

TAGAGCCGGAAATATAC 


