IDENTIFICATION

Species: Manihot esculenta
Locus: Manes.13G147700

Gene Model: Manes.13G147700.1
Description: MSEXPB-03
Family: Beta Expansin

3D structure:

GENOME DATABASES
Phytozome: https://phytozome-next.jgi.doe.gov/info/Mesculenta_v7_1
KEGG: https://www.genome.jp/entry/T05761

EXTERNAL RESOURCES
https://cassavagenome.org/
https://cassavabase.org/
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DOMAIN ARCHITECTURE
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Specific hits
Superfanilies

PLN0O193
DPBB_RIpA_EXP_N-like superfamily

List of domain hits ol
Name Accession Description Interval  E-value
[+] DPBB_EXPB_N cd22275 N-terminal double-psi beta-barrel fold domain of the beta-expansin subfamily; Beta-expansins 36-158 1.73e-T1
[+] PLNO0193 super family cl33423 expansin-A; Provisional 5-262 497e-32
Peptide

>MsEXPB-03

MQHLSSSRLLGFFVMVFFKCLVVSGQVPHRVADLHWHPATATWY GSPEGDGSDGG
ACGYGSLVDVRPLRARVGAVSPILFKNGEGCGACYKVKCLDKSICSRRAVTIIVTDEC
PGGYCSNGRVHFDLSGAAFGRMAITGENGQLRNRGELPVVYRRTPCKYPGKNIAFH
VNEGSTDYWLSLLVEFEDGDGDVGSMHIREEGGSEWLEMNHIWGANWCIVRGPLK
GPFSVKLTTLSTGRTLSARDVIPRNWSPKATYTSRLNFYS*

CDS (coding sequence)
>MsEXPB-03

ATGCAGCACCTCAGCTCCAGCCGGCTTTTGGGTTTCTTCGTTATGGTGTTCTTTAA
GTGCTTGGTGGTCTCCGGGCAAGTTCCCCACCGTGTAGCCGACCTACATTGGCAT
CCAGCTACCGCCACCTGGTACGGCAGCCCCGAGGGCGACGGCAGTGACGGAGGG
GCATGTGGGTATGGGTCACTGGTGGACGTGAGGCCGCTGAGGGCCAGAGTTGGT
GCAGTGAGCCCAATACTGTTCAAGAATGGAGAAGGTTGCGGCGCATGTTACAAA
GTGAAGTGCCTAGACAAGAGCATATGCTCAAGAAGAGCTGTGACCATAATTGTA
ACAGATGAGTGCCCAGGTGGGTACTGCTCCAATGGACGCGTCCACTTTGACCTCA
GCGGTGCAGCCTTTGGTCGCATGGCTATCACCGGTGAGAATGGCCAGCTGAGGAA
CCGAGGAGAGCTCCCCGTTGTTTACCGCCGGACTCCATGTAAATATCCAGGGAAG
AACATTGCCTTCCATGTAAATGAAGGTTCAACAGATTATTGGCTATCTCTTCTAGT
GGAATTTGAGGATGGTGATGGTGATGTTGGATCCATGCATATAAGAGAAGAAGG
TGGCAGTGAGTGGCTAGAGATGAATCATATATGGGGAGCAAATTGGTGTATTGTT
AGGGGACCTTTAAAGGGACCATTCTCAGTGAAGCTAACAACACTTTCAACAGGA
AGAACACTTTCTGCGAGAGATGTTATTCCAAGAAACTGGTCTCCAAAGGCCACCT
ATACCTCTCGCCTCAATTTCTACTCCTAA

Nucleotide
>MsEXPB-03

AGAAAGGTGTCGGCAAACTCCGTTTTAACTGTTCCTTTGCAGTTGTCCGCCGCTCG
CCGTGAAAGTGACGTTGTACTGGTCATCAAGGTGGTGGTCTTGGTGGCTGGTAGC
GGCTGCTTTTTTTCTTTCGTTCGTTCTTTCTTGCTTCTAACAATGCAGCACCTCAGC
TCCAGCCGGCTTTTGGGTTTCTTCGTTATGGTGTTCTTTAAGTGCTTGGTGGTCTCC
GGGCAAGTTCCCCACCGTGTAGCCGACCTACATTGGCATCCAGCTACCGCCACCT




GGTACGGCAGCCCCGAGGGCGACGGCAGTGACGGTATGTCCCAGCACTATTTACT
TTTCTGTCATAGATTGTAGTTTGGATCAGATTCTGGTGGGTTTTAGTTAATTAACA
TTGAGTTTGGAAAGAAAATTCCAAATTAAGAAAAAAAAATCAATTATTTTTTCCA
TAATTAACTCGAAAGTGACCCCTTTCTGGTTATGTATATGTTTTGTGCAGGAGGGG
CATGTGGGTATGGGTCACTGGTGGACGTGAGGCCGCTGAGGGCCAGAGTTGGTG
CAGTGAGCCCAATACTGTTCAAGAATGGAGAAGGTTGCGGCGCATGTTACAAAG
TGAAGTGCCTAGACAAGAGCATATGCTCAAGAAGAGCTGTGACCATAATTGTAA
CAGATGAGTGCCCAGGTGGGTACTGCTCCAATGGACGCGTCCACTTTGACCTCAG
CGGTGCAGCCTTTGGTCGCATGGCTATCACCGGTGAGAATGGCCAGCTGAGGAAC
CGAGGAGAGCTCCCCGTTGTTTACCGCCGGTATGTAGTTGGCTTTTTTTGGTAGCT
TTCTGTTTTAACGGCCTCTGTCTCTCTCTGTTTTGTCTTTGTCATTTTTGTTCTGTCA
CCTTTTGTTTATTTATTGGGAAAAATTACTACTAATTATATTTCCAAGAACATGAC
CCAAGTATCCTTTTGTTTTCATTTTGACTAAACTTAAATTTGTTTGATATCCATATG
GTTGCAGGACTCCATGTAAATATCCAGGGAAGAACATTGCCTTCCATGTAAATGA
AGGTTCAACAGATTATTGGCTATCTCTTCTAGTGGAATTTGAGGATGGTGATGGT
GATGTTGGATCCATGCATATAAGAGAAGTAAGTATAAACTATATAAAGAAACCT
AGAGCACCTTTTGCACATTTTATTAGGAATCTAAAGTGAGAAAGCAAATATACTT
GTTGGGTCAATAAAGTGTAAAGCTTGTTAAGGCAGCTTTAGATAGTTTTGGGTGC
ATGTTCTAGATCTTACCTTTCTCATTTACCTAAAAGAAATTGATGCCTAAACGTGC
TAAAAAAAGTAAAGGTCATTCCATAAAAGCAATGATAAGTATGTTGTTCTGAGTA
GACAATTCCTATGATTACGGTTATATTAGTCACTAATCACGTTATGCTTTGCCACT
TCATCAAAGAAAACACAGCCCTAATCTTCCTTTACCTAATTAATTCCATCTTGTAT
TATTTTCTTACCTGCAGAGAGGTGTTTATATACTTATCTTTATGAGTGGTACCTAT
CATAATTTTAATGTATATGGTATTTTCTAAGATTAGACTTGAATCCTGTGCGGATT
GGTATTGGACTTATTGCATGTGACATAGGGGCCACAAGCTTAAATCTTTAAGTTTT
TGAGATATTTTCTCCATCAAGGGAAAGCTGCAAAATCTAGAGTTTTAATTACAAC
TTGTGATTTAATGTTTGTAATGGCAGGAAGGTGGCAGTGAGTGGCTAGAGATGAA
TCATATATGGGGAGCAAATTGGTGTATTGTTAGGGGACCTTTAAAGGGACCATTC
TCAGTGAAGCTAACAACACTTTCAACAGGAAGAACACTTTCTGCGAGAGATGTTA
TTCCAAGAAACTGGTCTCCAAAGGCCACCTATACCTCTCGCCTCAATTTCTACTCC
TAATCATCATATGATAAGCTCCTCACTTTCCTCTTGCTCTGAACTGAAACTTGGCT
TCAAGCAAGACAAGAAACGAGGAACAAGAAACAAGGAACAAAGCCTCCCCTTGT
CCCCTTCACACAGAAAGTGTCCCATGTTTGCTGTTTCTTTTCTTTTCTTATTTTTTT
CCCCACCCTTTTTTTAGGAGAAAAGTAACCATTGGATTGCATAATGTTTGGGATCC
AATGCTCTTGCTTTTTTCTTTTTGTTTTTCCTCTGTTTTTCTTTTTTTTTTTTTNNNNN
NNNNNNGTGTTTTTAGAGGTAGCCCTCTCCAAAGGAGAGAGAGCGTATAGTGTA
CTTTGTATTTGTATTTGT






