IDENTIFICATION

Species: Physcomitrium patens
Locus: Pp3c7_12940V3

Gene Model: Pp3c7_12940V3.1.p
Description: PPEXPA-06
Family: Alpha Expansin

3D structure:

GENOME DATABASES
Phytozome: https://phytozome-next.jgi.doe.gov/info/Ppatens_v3_3
KEGG: https://www.genome.jp/entry/gn:T01041

EXTERNAL RESOURCES



https://phytozome-next.jgi.doe.gov/info/Ppatens_v3_3
https://www.genome.jp/entry/gn:T01041
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Query seq.
Superfanilies

+ Name Accession Description Interval E-value
[+] PLND0193 super family 33423 expansin-A: Provisional 17-272 2.15e-66
SEQUENCES

Peptide

>PpEXPA-06

MMLAMFNCSSSNRKMSAASCMKLAVFLLVQLVLFAPAVLGAPPRGWSSGRITYYGS
PNGGGTQGGACGYQNTVSLGYGFMTAALSTPLFNGGAACGACYQLQCAPVHETPK

NLLORNWCWKVGRRITITATNLCPPGSEGGWCDPPQHHFDLPMPAFTALAKREGGV
VPIYYRRVRCAKQGGIRFTMGGNPWFLMILIHNVAGAGDVVAVKIKCPTSDWCDMY
RNWGAFWTVQKKMEGPLSFQITTGDRRKVTTHNAVGHGWQFGQTWEGAQYR*

CDS (coding sequence)
>PpEXPA-06

ATGATGTTGGCAATGTTCAATTGCAGTTCGAGCAACAGGAAGATGAGTGCTGCAT
CCTGTATGAAGCTCGCGGTGTTCCTGCTCGTTCAGTTGGTTCTGTTTGCGCCTGCT
GTGCTTGGTGCGCCACCGAGAGGGTGGTCGAGTGGCCGAATCACCTACTACGGCT
CGCCTAACGGTGGAGGAACCCAGGGAGGCGCTTGCGGATACCAGAACACAGTGT
CACTGGGGTACGGGTTCATGACTGCGGCTCTGAGCACTCCTTTGTTTAACGGCGG
AGCAGCATGTGGGGCGTGTTATCAGCTCCAATGCGCTCCAGTGCACGAAACTCCA
AAGAATTTACTCCAGAGAAATTGGTGCTGGAAGGTGGGTCGAAGGATCACCATC
ACCGCTACTAACTTGTGCCCTCCAGGCTCTGAGGGAGGATGGTGCGATCCTCCTC
AGCATCACTTTGACTTGCCAATGCCCGCTTTCACGGCCCTTGCAAAACGCGAGGG
AGGTGTTGTTCCAATCTACTACAGGAGGGTCAGGTGTGCGAAGCAAGGTGGAATT
CGATTCACGATGGGAGGGAACCCTTGGTTTCTGATGATCCTCATCCACAACGTAG
CTGGCGCAGGTGATGTGGTAGCTGTGAAGATCAAGTGCCCTACTTCTGATTGGTG
TGACATGTACCGGAACTGGGGTGCATTTTGGACTGTGCAAAAAAAGATGGAGGG
GCCGCTTTCCTTCCAGATCACGACGGGTGATCGGCGCAAGGTGACTACCCACAAT
GCAGTTGGTCACGGTTGGCAATTCGGGCAGACCTGGGAGGGCGCCCAATATAGG
TGA

Nucleotide
>PpEXPA-06

GTGCCTTGTAAGGTGGTATCATTGCTGTAGCCTCCTTTGAAAGGTCTGGAAGAGT
ATGTACTTGTTCCAGCCTTCTTCATGATGTTGGCAATGTTCAATTGCAGTTCGAGC
AACAGGAAGATGAGTGCTGCATCCTGTATGAAGCTCGCGGTGTTCCTGCTCGTTC
AGTTGGTTCTGTTTGCGCCTGCTGTGCTTGGTGCGCCACCGAGAGGGTGGTCGAG



TGGCCGAATCACCTACTACGGCTCGCCTAACGGTGGAGGAACCCAGGGAGGCGC
TTGCGGATACCAGAACACAGTGTCACTGGGGTACGGGTTCATGACTGCGGCTCTG
AGCACTCCTTTGTTTAACGGCGGAGCAGCATGTGGGGCGTGTTATCAGCTCCAAT
GCGCTCCAGTGCACGAAACTCCAAAGAATTTACTCCAGAGAAATTGGTGCTGGAA
GGTGGGTCGAAGGATCACCATCACCGCTACTAACTTGTGCCCTCCAGGCTCTGAG
GGAGGATGGTGCGATCCTCCTCAGCATCACTTTGACTTGCCAATGCCCGCTTTCAC
GGCCCTTGCAAAACGCGAGGGAGGTGTTGTTCCAATCTACTACAGGAGGGTCAG
GTGTGCGAAGCAAGGTGGAATTCGATTCACGATGGGAGGGAACCCTTGGTTTCTG
ATGATCCTCATCCACAACGTAGCTGGCGCAGGTGATGTGGTAGCTGTGAAGATCA
AGTGCCCTACTTCTGATTGGTGTGACATGTACCGGAACTGGGGTGCATTTTGGAC
TGTGCAAAAAAAGATGGAGGGGCCGCTTTCCTTCCAGATCACGACGGGTGATCG
GCGCAAGGTGACTACCCACAATGCAGTTGGTCACGGTTGGCAATTCGGGCAGACC
TGGGAGGGCGCCCAATATAGGTGACGAATCAGTCTTGCCAGTCTGCACGGAGAA
GGGATTTGATTGAAAATGATGGCTCCTACGATCCGCGCTGTGCCTGTGGCAGATC
GGCAGGCCGCGTAGGACCACAGGGAGGGTCGCAATGTCAAATGCTAGCTTCTTG
GCGCGTAGTCGATGGGCTTCGTTTGTCAGTCTTTTAGAACTAGGTAGAAATTGAG
CTTGTTCACGCAGTTGGAAGGAATCCGTGCTGTGCTTATACTGATGTCACTCACA
AGCTGGGTGTTTTCGATGTTTGTGTATGGGTTTTTAGGCTGCATCCGGCCGAGCAG
TGCTGATAAAAATCTGCCGCCTGGATTGATTTAGTTGGCGTGGTTTAGCTGACTGC
GCAGTCGCCAATAATATGTACCCTAGGACGAAATTGTAGACATTATGCAAAATAA
GAGCACATTGACATTCTACGATTATTATTAGCTCCTCTTAAGATGTTTCTTGTTAA
AATTTAGAGATGGCTGCAGAGTTGCAGAGCTTACCAGCCATATTAGGTGACATGT
TTCGCGCAATGTTTTACACATAAATTGGCTCTAATCAGCAGTCGGACTACATAAG
ACCTTGGGCAGCATGCAGCGCCTGCCTATTCTCCCCGTAATGGAGGTTGTGGTCG
AACTAATCTTAGCCGCGACTCCCGACCTAGAACGGAAGCTACCCACCACAATCTT
ACGATTTTGCAAGTATTTGTTCCCCTGGTTATTGCCGACAAAAGAATATATGAGTT
TTACTTGTCAGGACGTGATGGTCACATCTTTTAATCTCAAGTTGCAATTCATTTGC
GAACAATGACGATCTATTTGAGTCATTGAAGTCAAATCGTAAGGAGCTCTTCTAT
TAATTATTTGTTCATGAACCAGCTACGACTAGATTGTACTCCAAGAATTGAATAG
CTTGTAATTGGTTTTTTTTGTCAACATGTCAATAGTGTCAGGCTTGACTGTGGAAG
TGGCAGCACGAAGCATGATACGGATAAGTGTGTGACATGATATTGAGTAACGCA
TGTGGCATGATTTTGGGTAACCATTAGTTCTTCATGTTGGAACGATTGGAACTGTG
CTTCATCAGGAAGTACTCGTTTGTTGACATCATCAGTCACTATTTGAAGGCATTTG
GATGACGGTAGAGAACTGGAAAATCCAGAAGACCGTGGCCGACAACAACATTAT
CAACAATTGCACCAGAACTTGAGGCTCAGTTTTACTCCAAAATTTTATACTCTCTT
TGCAGCATGAACTGGCTACAACTTTGTTATTTTCCGTCGAGCATCGTGGTGTTATG
AAAAGGTTTAGACTCGCCAACCGCTCAGTGAACTTCAGAATGCATAGTACCCACT
GTAAAGCAGCCTTGAGAAAATTGCTTCATTATTAGTACGTGGTGAACTATACTTT
CCACCCTTGCCTGAAACTCATGTAACGAGTGGGGAAACGATAAATAAATAAACA
AATAATGGAGGCACCAAGTGGTGACACAAGCTTGAAATATGTATGCACGCGGAT
CAGCTACGATTGTGTCTCCCTGTTTAATTATCTACTTCTCCAAATGTACAGAATTA
TTGGCTTTATATTTTACATCCGGCGCATCGACCGTTGTGCATCTGATGCATTCTTC
CGTCGGTCGGGCTCCGCAACCTGCGTCACTGCAGGGCTGAAGATCGGCCGCCGAA
TGTGCACCCGTGCGAGTTCCAGCCGCCCGATGAAGAAGGGCACGAATAGCGGCA
CTCGTGGTTCGCAACGCGAGGGATTCCGACGAACATCCATTCACCGGATTCCTTG
TCTATGGTTACTACGGATAATTTAGGGCTGTTGGGAATGAGAGCAACAAAAAGTA




GCAGGAACATCCCTACTTTCTGAAGCAACCATGTGGCTGGGAGGATCCATTACGA
GAAAGTCACGCCGTGCAAG



