IDENTIFICATION

Species: Citrus sinensis

Locus: orangel.1g044689m

Gene Model: orangel.1g044689m
Description: CisEXPB-04
Family: Beta Expansin

3D structure:

GENOME DATABASES
Phytozome: https://phytozome-next.jgi.doe.gov/info/Csinensis_v1 1
Kegg: https://www.genome.jp/entry/T02983

EXTERNAL RESOURCES

https://www.citrusgenomedb.org/organism/Citrus/sinensis



https://phytozome-next.jgi.doe.gov/info/Csinensis_v1_1
https://www.genome.jp/entry/T02983
https://www.citrusgenomedb.org/organism/Citrus/sinensis

GENE STRUCTURE

CisEXPB-04
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DOMAIN ARCHITECTURE

1 50 100 150 200 254

Query seq. e ———

carbohydrate binding site § 1)
specific hits [P —_ i ie————— Pollen_allerg_1
Superfanilies DPBB_RIpA_EXP_N-like superfamily Pollen_allerg_1 superfamily

List of domain hits d

Name Accession Description Interval E-value
[+] DPBB_EXPB_N ¢d22275 N-terminal double-psi beta-barrel fold domain of the beta-expansin subfamily; Beta-expansins 25-148 2.17e-71
[+] Pollen_allerg_1 pfam01357 Pollen allergen; This family contains allergens lol Pl, Pll and Plll from Lolium perenne 156-232  6.51e-29

SEQUENCES
Peptide
>CisEXPB-04

FLCYLELCSCFYPKHLNLSAVGTHWSTAGATWYGSPDGAGSDGGACGYGNAVSQSP
FSSFVTAIGPSLYKSGKECGACYQVKCTRHPACSGRAVRVVITDFCPGGPCVSESAHF
DLSGTAFGAMAIPGQEEKLRDAGVLEVRYARVACDYSGRNIAFHVDQGSNPNYLAV
VVEFEDGDGDLAGVDVKEGSGEWRAMQQSWGATWKLDAGSELHPPLSLRLTSQYS
SQTLVANNVIPQGWMPGATYRSLVNYNV*

CDS (coding sequence)
>CisEXPB-04

TTTCTTTGCTACTTGGAGCTGTGCTCTTGCTTTTACCCCAAACATCTCAACTTGTCA
GCCGTGGGAACCCACTGGTCGACCGCCGGAGCCACCTGGTATGGCAGCCCTGAC
GGTGCCGGAAGTGACGGAGGTGCTTGTGGGTATGGCAATGCAGTGTCACAAAGC
CCTTTCTCTTCTTTTGTGACCGCCATAGGTCCAAGCCTTTATAAATCCGGCAAGGA
ATGCGGTGCTTGCTATCAGGTCAAGTGCACAAGGCATCCAGCATGTTCAGGCAGA
GCAGTTCGAGTTGTGATAACAGATTTTTGTCCCGGCGGTCCATGTGTGTCGGAAT
CTGCACATTTCGACCTCAGCGGAACAGCTTTCGGTGCCATGGCCATCCCCGGCCA
AGAAGAGAAGCTTCGCGATGCCGGAGTTTTGGAAGTCCGATATGCACGGGTTGCT
TGTGATTACTCCGGAAGGAACATAGCCTTCCATGTTGACCAGGGATCAAACCCTA
ACTACTTGGCCGTGGTGGTTGAGTTCGAAGATGGAGACGGTGACCTAGCCGGCGT
CGATGTGAAGGAGGGTTCCGGTGAATGGCGAGCCATGCAACAGTCATGGGGTGC
AACGTGGAAGCTCGACGCCGGCTCGGAATTACACCCTCCACTCTCACTCCGGCTG
ACATCTCAGTATTCAAGCCAAACCCTGGTGGCCAACAATGTGATTCCTCAAGGAT
GGATGCCCGGAGCTACATATAGATCCTTGGTTAATTATAATGTCTAG

Nucleotide
>CisEXPB-04

TTTCTTTGCTACTTGGAGCTGTGCTCTTGCTTTTACCCCAAACATCTCAACTTGTCA
GCCGTGGGAACCCACTGGTCGACCGCCGGAGCCACCTGGTATGGCAGCCCTGAC
GGTGCCGGAAGTGACGGTACATATATAATGTGTATACACATCCATACGTACGTAC



ATACGTAAATATATACATATAGGTCTTCGTTATTTATTAATTATATGCTGTGTATA
TATTCATGCAGGAGGTGCTTGTGGGTATGGCAATGCAGTGTCACAAAGCCCTTTC
TCTTCTTTTGTGACCGCCATAGGTCCAAGCCTTTATAAATCCGGCAAGGAATGCG
GTGCTTGCTATCAGGTAGTTTATAAAACAAAACCTTGTTTAATGAAAATTAATCA
ATTAATATTGTCTTGAATGCACAAAATCAAATATGCTTAAGACTTTTTATGGTTCA
CGTTACACGTACTTATTAAAATATTCTTCACGTTCTTTTTGACTGATTCTAAATCTT
CCACAGTTTATTATTTTTTATTTACGTAACATTGAGACTACTTAATTAAGAGTGGT
GCATTATTTGTTATTAGGTCAAGTGCACAAGGCATCCAGCATGTTCAGGCAGAGC
AGTTCGAGTTGTGATAACAGATTTTTGTCCCGGCGGTCCATGTGTGTCGGAATCTG
CACATTTCGACCTCAGCGGAACAGCTTTCGGTGCCATGGCCATCCCCGGCCAAGA
AGAGAAGCTTCGCGATGCCGGAGTTTTGGAAGTCCGATATGCACGGTAAAATTGT
AATTAATTAATTAATCAACGATTAATCCCACAACTAATTAAAACGTCGATCTCTTT
AGGCCAATGAAAAAAAAGAGTAATATAAACTAAACTTTCTAAGCGGTACCTTAA
CATTTGTAATTAACGAGTTATGAAATTGACTATCTATAATAGATGAGTATTATGTA
AATTATAATATTAACCCTTGCTCTGGGTATATTAAGAAATTACTTTAGAACTTGAG
TGCTATTATAAAAGAAAAAAAAAAAAGAGAAAACGCTTGAGTATGAGGTCATTT
TCTTACGATATATTGTTAAAGATACAAATAACAAAATATCCTCGAGTCATTTTCG
AGTCTAACATTGATTTAGAATATTATTAAGTTTTATGTTAAGTAATCTTATTTTTC
AAATACAAATTGAGCATAACCTATACCCATTTTTTAAAATTTTATAAAATTTTATA
AAATTAAAGGGGGAAACAGCGTATTAGCATCATGACAAAAACGCCCTGCTAGCA
AACTCAAAACTTTTACGAAATTGTTTCAACTATACACGACCAAAAAGGCAAAAGA
AACTAAGGGTGTTTGTTTGAATACGCATGCATGCTGAAGCAATTATATTTGGTCA
CGGCATTGTTAGTCCTCTAATTAATTTGACTTAAATGTCAAATTACTGATTACTTA
TACAAGCACATTTTTTTATTTAACATATATAAATATTTTATTTTTTGCTATATGCGC
ATAGGGTTGCTTGTGATTACTCCGGAAGGAACATAGCCTTCCATGTTGACCAGGG
ATCAAACCCTAACTACTTGGCCGTGGTGGTTGAGTTCGAAGATGGAGACGGTGAC
CTAGCCGGCGTCGATGTGAAGGAGGGTTCCGGTGAATGGCGAGCCATGCAACAG
TCATGGGGTGCAACGTGGAAGCTCGACGCCGGCTCGGAATTACACCCTCCACTCT
CACTCCGGCTGACATCTCAGTATTCAAGCCAAACCCTGGTGGCCAACAATGTGAT
TCCTCAAGGATGGATGCCCGGAGCTACATATAGATCCTTGGTTAATTATAATGTC
TAG






