IDENTIFICATION

Species: Panicum hallii HAL

Locus: PhHAL.3G374300

Gene Model: PhHAL.3G374300.1.p
Description: PhhEXPA-09

Family: Alpha Expansin

3D structure:

GENOME DATABASES
Phytozome: https://phytozome-next.jgi.doe.gov/info/PhalliiHAL _v2_1
KEGG:-

EXTERNAL RESOURCES



https://phytozome-next.jgi.doe.gov/info/PhalliiHAL_v2_1
http://www.ocri-genomics.org/bolbase/login.htm
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DOMAIN ARCHITECTURE
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List of domain hits
+

Name Accession Description Interval E-value

[+] PLN0O0193 super family expansin-A; Provisional 28-251 521e-120

SEQUENCES
Peptide
>PhhEXPA-09

MAKPAVPVVLLLSLLCGLASHAVDAQYYWSPATATFYGGSDGSGTMGGACGYGNL
YSAGYGLSNAALSTALFNDGAMCGACYTIVCDTSKSRWCKPGTSVTITATNFCPPNW
ALPSDNGGWCNPPRRHFDMSQPAWTSIATY QAGIVPVNYQRVSCKRSGGMRFTINGR
DYFELVTVTNVGGSGVVSQMWIKGTNTNWLTMSRNWGMNWQSTAYLNGQSLSFM
VKTDDGRVVTVWNVVPSNWYFGATYTTSWANFY*

CDS (coding sequence)
>PhhEXPA-09

ATGGCAAAACCAGCGGTGCCTGTGGTGCTTCTTCTCTCTTTGCTTTGCGGATTGGC
TTCCCATGCAGTAGACGCCCAGTACTACTGGTCGCCTGCCACGGCGACGTTCTAC
GGTGGCAGCGACGGCTCCGGCACAATGGGCGGCGCTTGTGGGTACGGCAACCTG
TACAGCGCTGGTTACGGGCTGAGCAACGCGGCGCTGAGCACGGCGCTTTTCAACG
ACGGCGCCATGTGCGGTGCGTGCTACACCATCGTCTGCGACACTAGCAAGAGCAG
ATGGTGCAAGCCCGGCACGTCGGTGACCATCACAGCCACCAACTTCTGCCCGCCA
AACTGGGCGCTGCCCAGCGACAACGGCGGCTGGTGCAACCCGCCGLCGLCCGGCAC
TTCGACATGTCGCAGCCCGCCTGGACCTCCATCGCCATCTACCAAGCCGGCATCG
TCCCGGTCAACTACCAGAGGGTGTCATGCAAGAGGAGTGGTGGCATGAGGTTTAC
CATCAACGGGAGGGACTACTTCGAGCTGGTGACGGTGACCAACGTCGGCGGCAG
CGGCGTGGTGTCGCAGATGTGGATCAAGGGGACCAACACGAACTGGCTGACAAT
GAGCAGGAACTGGGGTATGAACTGGCAGAGCACGGCGTACCTCAACGGCCAGAG
CCTGTCCTTCATGGTGAAGACCGACGACGGCCGCGTGGTGACGGTGTGGAACGTC
GTACCGTCCAACTGGTACTTCGGGGCAACCTACACCACCAGCTGGGCAAACTTTT
ATTAG

Nucleotide
>PhhEXPA-09

TCATCATGCCACCACTATAAATCCCAGGGTCAAGGCCAGGAGTACCACTCAACGC
AAACACAAACGCAGCCCAAAAGAGTACAAAGGCTTCCTGTTCTCTTTCTGTAACG
TGCACTTGCTTGGTAGATCCCAAATGGCAAAACCAGCGGTGCCTGTGGTGCTTCT

TCTCTCTTTGCTTTGCGGATTGGCTTCCCATGCAGTAGACGCCCAGTACTACTGGT
CGCCTGCCACGGCGACGTTCTACGGTGGCAGCGACGGCTCCGGCACAATGGGTTT



GTTCCTTATTTTCCTCCATTTCAAGACCTTCGTGTTCAAAATTAAAGCAGCTCACT
GTCGTCCCATGGTTTGATCTAATTCAATTTCTAAAGAAGACGAATGACCTCTTGTG
CGTGCAGGCGGCGCTTGTGGGTACGGCAACCTGTACAGCGCTGGTTACGGGCTGA
GCAACGCGGCGCTGAGCACGGCGCTTTTCAACGACGGCGCCATGTGCGGTGCGTG
CTACACCATCGTCTGCGACACTAGCAAGAGCAGATGGTGCAAGCCCGGCACGTC
GGTGACCATCACAGCCACCAACTTCTGCCCGCCAAACTGGGCGCTGCCCAGCGAC
AACGGCGGCTGGTGCAACCCGCCGCGCCGGCACTTCGACATGTCGCAGCCCGCCT
GGACCTCCATCGCCATCTACCAAGCCGGCATCGTCCCGGTCAACTACCAGAGGTA
CAATACAGAGAATCAGAGATGATACCAAAACAAGATGCTAGCTCGAACACAAAA
AGAATCTTCTGCGTACGATCGATGTGATGAATTTGAATGTGCTTGACTGCTGCCA
GGGTGTCATGCAAGAGGAGTGGTGGCATGAGGTTTACCATCAACGGGAGGGACT
ACTTCGAGCTGGTGACGGTGACCAACGTCGGCGGCAGCGGCGTGGTGTCGCAGA
TGTGGATCAAGGGGACCAACACGAACTGGCTGACAATGAGCAGGAACTGGGGTA
TGAACTGGCAGAGCACGGCGTACCTCAACGGCCAGAGCCTGTCCTTCATGGTGAA
GACCGACGACGGCCGCGTGGTGACGGTGTGGAACGTCGTACCGTCCAACTGGTA
CTTCGGGGCAACCTACACCACCAGCTGGGCAAACTTTTATTAGCCGCTGGCTAGC
TCAACATATATGCATCACCGGAGCGGAGAGATCCGGCAGATCGGCGTGGATCTA
GTATATAGCTATAAATATATTTGACTCACTATTACTATGAGCCCTAAGACGATCG
ATTGATGCCGCCGTACCCTCTTAGGCGTAGATAGGCATTGAACCCTGCTCATTTCT
CAGTATCCATTTTGTTCTGATTGATGATTTTGTGTAGTTCTGCTACCTGTTACACCT
GCATTCTTACTACTTAGTCAGCGGCTTGGATCACGGAGCCCTCTAAGTAATCAAT
GCAGTACCTACATGTGTATGGAACAAATAATGCTTATTCATTTATACTAAGACGT
TAGAGCGTCTACAGGAGTTCCAATAAACATCTACCAATAATATAATATTAGGATA
TCCCAATACCACTTTCATGAATTACTAG





