IDENTIFICATION

Species: Panicum hallii HAL

Locus: PhHAL.9G404300

Gene Model: PhHAL.9G404300.1.p
Description: PhhEXPB-22

Family: Beta Expansin

3D structure:

GENOME DATABASES
Phytozome: https://phytozome-next.jgi.doe.gov/info/PhalliiHAL _v2_1
KEGG:-

EXTERNAL RESOURCES



https://phytozome-next.jgi.doe.gov/info/PhalliiHAL_v2_1
http://www.ocri-genomics.org/bolbase/login.htm
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DOMAIN ARCHITECTURE
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Query seq.
- |

Superfanilies DPBB_RIpA_EXP_N-like superfamily Pollen_allerg_1 superfamily

specific hits Pollen_allerg_1

List of domain hits d
Name Accession Description Interval E.value
[+] DPBB_EXPB_N 22275 N-terminal double-psi beta-barrel fold domain of the beta-expansin subfamily; Beta-expansins ... 40-163 1.35e-81
[+] Polien_allerg_1 pfam01357 Pollen allergen; This family contains allergens lol PI, Pll and PIil from Lolium perenne 171-247 1.26e-25

>PhhEXPB-22

MAAALVAGLLAVLVAHGARAQPANHTSSAVRQLRGSGGGWLPAKATWYGAPNGA
GPDDNGGACGFKGTNQYPFMSMTSCGNQPLFKDGQGCGACYEVKCTSKNNPACSG
QPKRVMITDMNYYPVAKYHFDLSGTAFGALARPGLNDKLRHAGIIDIQFRRVPCDHR
GLTINFHVEQGSNPVYLAVLVEYANKAGTVLQMDLRESGSRYWTPMRRSWGSVWR
LDSNHPLRAPFSLRIRGEPRKPLVAYNVIPANWRPNTDYRSYVQFN*

CDS (coding sequence)
>PhhEXPB-22

ATGGCAGCTGCCCTCGTTGCTGGGCTCCTCGCCGTGCTTGTCGCGCATGGCGCCC
GCGCGCAGCCGGCGAACCACACCTCCTCCGCCGTCCGCCAACTCCGLCGGLTCCGEG
CGGCGGCTGGCTCCCGGCCAAGGCCACCTGGTACGGCGCGCCCAACGGLCGLCGG
CCCCGACGACAACGGTGGCGCGTGTGGGTTCAAGGGCACCAACCAGTACCCCTTC
ATGTCCATGACGTCGTGCGGCAACCAGCCCCTGTTCAAGGACGGCCAGGGCTGCG
GCGCATGCTACGAGGTAAAGTGCACCAGTAAGAACAACCCCGCCTGCTCCGGEC
AGCCCAAGCGGGTGATGATCACGGACATGAACTACTACCCGGTGGCCAAGTACC
ACTTCGACCTCAGCGGCACCGCGTTCGGCGCCCTGGCGAGGCCGGGCCTCAACGA
CAAGCTCCGCCACGCCGGCATCATCGACATCCAGTTCCGGAGGGTGCCCTGCGAC
CACCGGGGGCTCACCATCAACTTCCACGTGGAGCAGGGCTCCAACCCCGTCTACC
TCGCGGTGCTGGTCGAGTACGCCAACAAGGCGGGGACCGTGCTGCAGATGGACC
TCCGCGAGTCCGGCTCGCGCTACTGGACCCCGATGCGGCGCTCCTGGGGCTCCGT
CTGGCGCCTGGACTCCAACCACCCGCTGAGGGCGCCCTTCTCGCTGCGCATCCGC
GGCGAGCCCCGCAAGCCGCTCGTGGCCTACAACGTCATCCCGGCCAACTGGAGG
CCCAACACCGACTACCGCTCCTACGTCCAGTTCAACTGA

Nucleotide
>PhhEXPB-22

GCAGCTAGCCTCGTTCCTTCCCATCACCAGAGCACAACACAGATCGAGCAAGTAC
ATTAGTACGGAGTAGTAGGCTAGTAGCTTACAAAGCTGATCAGATCGATGGCAGC
TGCCCTCGTTGCTGGGCTCCTCGCCGTGCTTGTCGCGCATGGCGCCCGCGCGCAG



CCGGCGAACCACACCTCCTCCGCCGTCCGCCAACTCCGLCGGLTCCGGLGGLGGLT
GGCTCCCGGCCAAGGCCACCTGGTACGGCGCGCCCAACGGCGCCGGCCCCGACG
ACAACGGTATGTACACGCGTTGCTGTTGCTGTCGTGTCGTGTTTACAAGCTGGTTT
CGCATGCATGCCATCCGAGCAATGCCGTGGCTGACATTGTGTTGTGCATCCGGTT
CTTCTTCTGCAGGTGGCGCGTGTGGGTTCAAGGGCACCAACCAGTACCCCTTCAT
GTCCATGACGTCGTGCGGCAACCAGCCCCTGTTCAAGGACGGCCAGGGCTGCGGC
GCATGCTACGAGGTAATTACGGTTAAATTACCCGTCCACTTTGTCCTGATCATTTA
ATCCTGATCGGTCAAACGTATAAACCTATTAGTATAAACCAGAGTAGTAGGAGCA
GCCAGGACTAGTAGATTTTTTCCTCGAGGTTAACGACATTGTTGAATACTCCCCA
GACCCCACTAGGAGAGTAGTTGAATTCGTGCGGTCAACCTCAACATGCCTAGCGC
ATCTTTTCACGTTCTGCTTAAACTTCAGGTAAAGTGCACCAGTAAGAACAACCCC
GCCTGCTCCGGCCAGCCCAAGCGGGTGATGATCACGGACATGAACTACTACCCGG
TGGCCAAGTACCACTTCGACCTCAGCGGCACCGCGTTCGGCGCCCTGGLCGAGGCC
GGGCCTCAACGACAAGCTCCGCCACGCCGGCATCATCGACATCCAGTTCCGGAGG
GTGCCCTGCGACCACCGGGGGCTCACCATCAACTTCCACGTGGAGCAGGGCTCCA
ACCCCGTCTACCTCGCGGTGCTGGTCGAGTACGCCAACAAGGCGGGGACCGTGCT
GCAGATGGACCTCCGCGAGTCCGGCTCGCGCTACTGGACCCCGATGCGGLCGCLTCC
TGGGGCTCCGTCTGGCGCCTGGACTCCAACCACCCGCTGAGGGCGCCCTTCTCGC
TGCGCATCCGCGGCGAGCCCCGCAAGCCGCTCGTGGCCTACAACGTCATCCCGGC
CAACTGGAGGCCCAACACCGACTACCGCTCCTACGTCCAGTTCAACTGAGCGCAT
GACGATGATCATTCTGTAGGCATACATTGCTGGTTCGGTTGTTGATTTATTTGTCT
TTAATTTGTGCGGGCACTTGGGAGGCGTGGGAAATGGAGGAGGCAAAGTGTTTTA
TACATATGTGCTCTCCCGCCCACCGCCAAAGTGTGTGCAAGTACAAGGTGTGCGT
CCGATTACTAGAGTGATATACTGTAGTGTGTAACCAGATCACGAGGTTATGCATC
GTCAATGGATTTATTAATAACTACTTTGCCGATCACATGTTTCTGATTATTCTACC
AGATGTGGATCCGCTGCGCACTTGCAATCTATGAGCTTTTCAGATCACAGTAGAA
ACTGCATTGCATTG





