IDENTIFICATION

Species: Miscanthus sinensis
Locus: Misin03G106200

Gene Model: Misin03G106200.1.p
Description: McsEXPB-35
Family: Beta Expansin

3D structure:

GENOME DATABASES
Phytozome: https://phytozome-next.jgi.doe.gov/info/Msinensis_v7_1
KEGG:-

EXTERNAL RESOURCES
https://grass-genome-hub.southgreen.fr/Genomeassembly/47213
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Superfanilies [ FEE_R1pA_EXP_N-1ike superiamily Pollen_allerg_1 superfamily

List of domain hits @
Name Accession Description Interval E-value
[+] DPBB_RIpA_EXP_N-like super family cl41724 double-psi beta-barrel fold of RipA. N-terminal domain of expansins, and similar domains; The 93-219 6.63e-56
[+] Polien_allerg_1 pfam01357 Polien allergen; This family contains allergens lol P, Pll and Plil from Lolium perenne. 227-303 6.24e-28

>McsEXPB-35

MAAKLCTLLLAAVVVLSLLVSPIACSTRKLSKPKPRTKPVSHRQAPAARAIHKPAAA
APAVKGSHKPATAAKSHTNHTATPSSPSTVYGSGGWLSGAGATYYGAPNGDGGEGG
ACGYQTAVGKQPFDSMIAAGSAPLYRGGEGCGACYEVKCTSNAACSGQPVTIVITDL
SPGGLFPGEVAHFDMSGTAMGAMAKPGPGMADKVRAGGVVRIQYRRVPCKYPGVN
VAFKVDQGANPFYFNVLIEFEDDDGDLSAVDLMEAGSSVWTPMAHNWGATWRLNN
GRRLRAPFGLRLTSDSGRVLVANNAIPAAWTPGKTYRSLVNYP*

CDS (coding sequence)
>McsEXPB-35

ATGGCGGCGAAGCTATGCACATTACTGCTGGCTGCAGTGGTCGTGCTCTCACTTC
TAGTTAGCCCCATTGCTTGCAGCACCCGCAAGCTCAGCAAGCCCAAGCCCAGGAC
TAAGCCGGTCAGCCACAGGCAGGCGCCTGCAGCCAGAGCCATCCACAAGCCGGC
CGCGGCAGCGCCTGCTGTCAAGGGTAGCCACAAGCCGGCCACCGCAGCCAAGTC
CCACACCAACCACACCGCTACCCCTTCGTCGCCCTCCACCGTCTATGGCTCCGGC
GGCTGGCTGTCCGGCGCCGGCGCCACGTACTACGGCGCCCCTAACGGCGACGGC
GGTGAAGGCGGCGCGTGCGGGTACCAGACTGCCGTCGGGAAGCAGCCGTTCGAC
TCGATGATCGCCGCCGGGAGCGCGCCGCTGTACAGGGGAGGCGAGGGCTGCGGL
GCCTGCTACGAGGTGAAATGCACGAGCAACGCGGCCTGCTCGGGCCAGCCGGTG
ACCATCGTCATCACCGACCTGTCCCCGGGCGGGCTCTTCCCCGGCGAGGTCGCGC
ACTTCGACATGAGCGGCACGGCCATGGGCGCCATGGCGAAGCCTGGCCCTGGCA
TGGCCGACAAGGTCCGCGCCGGCGGCGTCGTGAGGATTCAGTACAGAAGAGTGC
CGTGCAAGTACCCCGGCGTGAACGTCGCGTTCAAGGTGGACCAGGGAGCCAACC
CCTTCTACTTCAACGTGCTGATCGAGTTCGAGGACGACGACGGCGACCTCAGCGC
CGTCGACCTGATGGAGGCCGGCAGCAGCGTGTGGACGCCCATGGCGCACAACTG
GGGCGCCACGTGGCGCCTCAACAACGGCAGGAGGCTCAGAGCGCCGTTCGGGLT
CCGGCTCACCTCCGACTCCGGCAGGGTGCTCGTCGCCAACAACGCCATCCCAGCC
GCGTGGACGCCCGGGAAGACCTACCGTTCCTTGGTCAACTACCCCTGA



Nucleotide
>McsEXPB-35

GCTAGCTCAGCAGATCTCTTATCTAGCTAGCTCAACAGAACAATGGCGGCGAAGC
TATGCACATTACTGCTGGCTGCAGTGGTCGTGCTCTCACTTCTAGTTAGCCCCATT
GCTTGCAGCACCCGCAAGCTCAGCAAGCCCAAGCCCAGGACTAAGCCGGTCAGC
CACAGGCAGGCGCCTGCAGCCAGAGCCATCCACAAGCLCGGLCGLCGGLCAGLCGLCT
GCTGTCAAGGGTAGCCACAAGCCGGCCACCGCAGCCAAGTCCCACACCAACCAC
ACCGCTACCCCTTCGTCGCCCTCCACCGTCTATGGCTCCGGCGGCTGGCTGTCCGG
CGCCGGCGCCACGTACTACGGCGCCCCTAACGGCGACGGCGGTGAAGGTTAGTG
ACATGCCCTTTTGCTTGTGTTCATGTCGATGCCAAAGTACTTAATTATGTAACTAT
ATATGTAACGTGCATTGGATTAATAATTGATGTAGTTGAAATTAATTAATTGTGA
ATACGTGCAGGCGGCGCGTGCGGGTACCAGACTGCCGTCGGGAAGCAGCCGTTC
GACTCGATGATCGCCGCCGGGAGCGCGCCGCTGTACAGGGGAGGCGAGGGCTGC
GGCGCCTGCTACGAGGTGAAATGCACGAGCAACGCGGCCTGCTCGGGCCAGCCG
GTGACCATCGTCATCACCGACCTGTCCCCGGGCGGGCTCTTCCCCGGCGAGGTCG
CGCACTTCGACATGAGCGGCACGGCCATGGGCGCCATGGCGAAGCCTGGCCCTG
GCATGGCCGACAAGGTCCGCGCCGGCGGCGTCGTGAGGATTCAGTACAGAAGAG
TGCCGTGCAAGTACCCCGGCGTGAACGTCGCGTTCAAGGTGGACCAGGGAGCCA
ACCCCTTCTACTTCAACGTGCTGATCGAGTTCGAGGACGACGACGGCGACCTCAG
CGCCGTCGACCTGATGGAGGCCGGCAGCAGCGTGTGGACGCCCATGGCGCACAA
CTGGGGCGCCACGTGGCGCCTCAACAACGGCAGGAGGCTCAGAGCGCCGTTCGG
GCTCCGGCTCACCTCCGACTCCGGCAGGGTGCTCGTCGCCAACAACGCCATCCCA
GCCGCGTGGACGCCCGGGAAGACCTACCGTTCCTTGGTCAACTACCCCTGAGGCC
TTGAATTGCTGTTAATGGAGCAGAGCAAGGCAGGAAATGTGCATCCGGGTTTCGC
GAGAGGCAGTGTCAGAAGAGGAGGAGGTTGAAGAAGGGAATGGAGTTCTTCCCT
CCCTCCACACGGTCTCTGCATTCCCCTAGTGATGTGTGAATGGTGGTGCTGTAATT
TTATTTCTTCCTTGTCGGTCTCTGTTGTGCTGTTGTGGTTGTGGAAAGCAAAGAGA
GAAGCTAGTGCTGCGCGACCAATGTTGCGCGCCAATGCATCAAGTTGTGAGTTTT
GAATTTGTGTACATTTGCAAACCTTGCAGAATTCAGAAAAAATGAATGA





