IDENTIFICATION

Species: Setaria italica

Locus: Seita.2G311700

Gene Model: Seita.2G311700.2.p
Description: SitEXLA-02
Family: Expansin Like Alpha

3D structure:

GENOME DATABASES
Phytozome: https://phytozome-next.jgi.doe.gov/info/Sitalica_v2_ 2
KEGG: https://www.genome.jp/entry/gn:T02818

EXTERNAL RESOURCES
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GENE STRUCTURE

SIEXLA-02
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Query seq.
Superfanilies

PLNIIE23
List of domain hits .

+ Name Accession Description Interval E-value
[+ PLND3023 super family 3362 Expansin-like B1; Provisional 5-198 9.25e-50

SEQUENCES
Peptide
>SItEXLA-02

MAAEINGGFLAAGGPRQHRGGLGCGRCFQMRCRDARLCSSRGVRVVLTDFHRSNRT
DFLLGGPAFAGLAKPGVAHELKRLDALSVEYKRIPCDYKDKNLSVLVEEGSKSPSNL
VVKFLYQGGQTDILAVDVAPVGSSEWRFMTRVHGPVWRTDRAPAGPLQFRAVVTG
GYDGKWVWAEREVLPAGWRPGQVYDTGVRIADVARDGCQRCVGGAASAAALDW
K*

CDS (coding sequence)
>SItEXLA-02

ATGGCCGCGGAGATCAATGGGGGCTTCCTCGCCGCCGGGGGGCCCAGGCAGCAC
CGGGGAGGGCTCGGCTGCGGGAGATGCTTCCAGATGAGATGCAGAGATGCAAGG
CTGTGCAGCAGCAGGGGAGTGCGGGTCGTGCTCACCGACTTCCACAGGAGCAAC
CGTACTGACTTCCTGCTCGGCGGGCCCGCCTTCGCGGGCCTGGCCAAGCCCGGGG
TGGCCCACGAGTTGAAGAGGTTGGATGCTCTCTCCGTAGAGTACAAGAGAATCCC
CTGCGACTACAAGGACAAGAACCTGTCCGTACTCGTGGAAGAAGGGAGCAAGAG
TCCAAGCAACCTGGTCGTCAAGTTCCTGTACCAGGGCGGCCAGACCGACATCCTG
GCGGTGGACGTGGCTCCGGTGGGGTCGTCGGAGTGGCGGTTCATGACGCGGGTG
CACGGGCCGGTGTGGCGCACGGACCGGGCCCCCGCCGGLCCCGCTGCAGTTCCGG
GCCGTGGTCACCGGCGGGTACGACGGCAAGTGGGTGTGGGCCGAGCGGGAGGTG
CTCCCGGCGGGCTGGCGGCCCGGCCAGGTCTACGACACCGGCGTCCGGATCGCCG
ACGTGGCCAGGGACGGCTGCCAGCGCTGCGTCGGLCGGLCGLLGLCTCCGLLGLCG
CGCTGGACTGGAAGTGA

Nucleotide
>SitEXLA-02

GCAGCCGCATGTGCTAGCCAGAGGCAGGTCACAGTCTCCTCTTCTCCCTCTACTG
CTCGACGCCGTCGCCATGGGCGTCTTCCTCTGCTGCCTCCTGGCGCTCCTCGTCTC
CTCCTGCTCCGCCGGCGCCGGCGCATCCGCCGCCGGCGAGAGGTGCGTGCGGCAG
GGCAAGGCGGCCTACGCGCCCTCGCTGTCCCCGCTCCCTCAAGGTAGGCATACAG
ATCGACGGCAGCCGGCCGATTTTCTTGAAGCCACGAGAGTAGATTTCGGTCCTCT
TCCTTTTTTCCGCCACGGTTCTGAGCGATTCTTGGTCGGATGATGACAAGCAGGCA
GCGGAGTCTGCGGGTACGGCGCCATGGCCGCGGAGATCAATGGGGGLCTTCCTCG



CCGCCGGGGGGCCCAGGCAGCACCGGGGAGGGLCTCGGLCTGCGGGAGATGCTTCC
AGGTATCACGAGCCGATTCCACCAGATCAATTGGGATTGTCGGTTCCAAAATTGC
GCTCCTTTTTTTCTTTTCTACTATTTTTTTTGGGGGTTCTTGTGTCCTTAATTTTATT
CGGTGGCAAGACGCGTCTTTCTCGAGTCTTCTTCTCTGGCCTCAAGATTCTTTCAG
TACCTTGGATTTGTGGCTATGGGTTTTGTTTACGAATTTTTGGGGAAGGTGCGCTG
ATGTACTCCAAGTTGATGCTTTTGGGACTGGACTTTCTCGTTATGTTCAGAGTTCA
GAGCCAGCAAGCAAAGCAATCTGCGAATTCTGGGAGAATCTCTGTGCTTTTTTAT
TTCAGTTAGTTGCCTCCACTCAGGCCATGTTTAGTTACTCCCAACTCCCAACTTTG
ACACTATGCAAAAAGAAGATTTCCCATCATATCAAACTTGCGGTACATGCATGGA
GTACTAAATGTAGATGAAATTAAAAACTAATTGCACAGTTTTGTTGTACTTTGCG
AGACGAATCTTTTGAGCCTAATTAGTCAATATTTGGACAATAATTCACAAATACA
AACGAAACGCTACAGTGTGCTACAGTGCTGTAACAGTAATTTGGCACCTCCCAAA
TTCCCCAACTAAACACGGCCTCAATCAAGAGACCAAATTTGGAACTTTCTGTTCA
CCTTTCTGCCAAATGCAGTTCTGAAAAACCAAGGGTATCAGTTTGTAGGTACCAA
ATGTATATGCTCTGCTCAGCGGCTTTCTACTTTGGCTTTTTGGCAAACATTTTCTTT
GGCTTCTCAGACGAATCAGATATGCCATTCAGCATACTGGATTTTTTTTTCTTTCC
AGTTCACCTCAGTTTCTTTTGTTCTTAATCTTTTACTTTTCGATTTGGAAACAGATG
AGATGCAGAGATGCAAGGCTGTGCAGCAGCAGGGGAGTGCGGGTCGTGCTCACC
GACTTCCACAGGAGCAACCGTACTGACTTCCTGCTCGGCGGGCCLCGCCTTCGCGG
GCCTGGCCAAGCCCGGGGTGGCCCACGAGTTGAAGAGGTTGGATGCTCTCTCCGT
AGAGTACAAGAGGTAAACAGCTGGAAACTTTGTATAGAAAAGTGTGCAGATGAA
CAACTAGCAACAGTTCAATCTTAATTTCAGTATTGCAAATTCTCAAAATATTTGAC
ATGGGAGTAACCTGCTGTACATTTCTGAATTGTGAAGTTCACGGTCGAAGTTTAA
GAAAAGTTGAGGTTTAAATCTTTGAATAATTCGTCAGATATGTGAACCTGAATTT
ATAGTTAATTGCAAAAAAAAGATTATGCCTTCTATTTGGGTTTACGGATATTTACA
GTCACAGTGATTTGACATGAGTTGCTACGAGAGGGTCTGCACAATTTTCCTCTAG
GCATTCTGGAATGTAGCACAAGTTAGTTGAAGGGAGATTCATCAAGAAAAAAGT
TCATTTTACTCCCCTCATCTATCAGCTTTGTTCGCTTAACTCCTGAACAAAATTTA
AGCTCACTTTACTCCTCTAAACTAAAAACTATTTTATTTGATCTAATCTATCCCCT

AATTAAATTTCTCCCTAATTAAATTTCTCTTTTTTTTCTCTGCGTGCGTATGGGTTG
AATTTTTAGTTCAAATTTTGTGAGCGATACAAAACATGATATCTTCATGTTAAAAA
ATTATACTAAGAATTTTTTTTGTTTTCATAGGTTAGGAATATTTAATATGAAAATG

ATCTTAGATATATAAAACTATACAAAAAGTAATCATGAACAATTGCTAATGTATT
TTTCTAACGTTTAGTATCGTGTTATAATCCAACTGGCAAAATCTGAAATTAAAACT
CACGTGAAGAAAAAAAGAGAAATATAATTAGGGAGTAGATTGGACAAAATGAA
ATACTTCGAGGGAGTAAAGTGAGCCTAAATTTTGCTTAGGGGTTAAGCGAATAAA
ATAAATAAATTGAGGGGAGTAAAATGGACTTTTTCTTTCATCAAATGCTTTTCATG
GAAATTAAGGACATACAGTGCTAGTATGTAGTATGATTTTTTCATGGAAATCAAG
GGCATACATGTCTCATGCTCGGATCTCTTTGTTGGGTTGCAGAATCCCCTGCGACT
ACAAGGACAAGAACCTGTCCGTACTCGTGGAAGAAGGGAGCAAGAGTCCAAGCA
ACCTGGTCGTCAAGTTCCTGTACCAGGGCGGCCAGACCGACATCCTGGCGGTGGA
CGTGGCTCCGGTGGGGTCGTCGGAGTGGCGGTTCATGACGCGGGTGCACGGGCLC
GGTGTGGCGCACGGACCGGGLCCCCLCGCCGGCCCGCTGCAGTTCCGGGLCCGTGGTC
ACCGGCGGGTACGACGGCAAGTGGGTGTGGGCCGAGCGGGAGGTGCTCCCGGLG
GGCTGGCGGCCCGGCCAGGTCTACGACACCGGCGTCCGGATCGCCGACGTGGCC
AGGGACGGCTGCCAGCGCTGCGTCGGCGGCGCCGCCTCCGCCGCCGCGCTGGACT
GGAAGTGATCGAGGTTGACGGCTAGCTGCTGGGTAGATATAGTCAAAAAAACAT



GTAGTACATACTAACACCTGTGGTCACTCGCTCGCCGAGAGAGTAAGGAGACAG
CATCAATGGCGCTGGTGGAGAAAGAGCACCGTAGTGCCTCCAGCCGCTTGCTGTC
GAGAGGAGGAAGAAAGAAGACGGCTTCGTCTTGCAGTTTGTACATTACTGAATC
ACATCATGCATGTTCTCTGCGGCGCGTGTGCGTGTGTGCAGGAGGAGACGCATCG
TCGTCAAGGTCTGATGAGCTAGGTAGGTGGATGCAAACAAATGTGGCTGGCTGCC
CGGCAGCTACCCCGGCCTGCTGAACGAATGCTAATGGTTAGAATAATCAATGAGC
ACAGTACAGTGGTGCAGTGGCCATGTTTTTCTTCCCTGAACTTGGCCTGGGTCCTG
GCGTCTTTCAAAGTTCACATGCGGCACCTACCCTGTTGTGCCGTTCATCGAAATCA
GAGTGTACGGGCACATGATGCCGTTCCTTTGATAAATGC



