
IDENTIFICATION 

Species: Sorghum bicolor 

Locus: Sobic.004G294300 

Gene Model: Sobic.004G294300.1.p 

Description: SbEXPB-34 

Family: Beta Expansin  

3D structure: 

 
GENOME DATABASES 

Phytozome: https://phytozome-next.jgi.doe.gov/info/Sbicolor_v3_1_1 

KEGG: https://www.genome.jp/entry/T01086  

EXTERNAL RESOURCES 

- 

 

https://phytozome-next.jgi.doe.gov/info/Sbicolor_v3_1_1
https://www.genome.jp/entry/T01086


GENE STRUCTURE 

 

DOMAIN ARCHITECTURE 

 

SEQUENCES 

Peptide 

>SbEXPB-34 

MKARVGAVSPVLFKSGEGCGACYKVRCLDHGICSRRAVTVIVTDECPGGVCSGGRT

HFDLSGAAFGRLAVAGAGGQLRNRGEINVVFRRTACRYGGKNIAFHVNEGSTSFWL

SLLVEFEDGDGDIGSMQLKQANSAQWRDMQHVWGATYSLTPGPLVGPFSVRLTTLS

SKQTLTAQDVIPKNWAPKATYTSRLNFA* 

CDS (coding sequence) 

>SbEXPB-34 

ATGAAGGCGCGCGTGGGCGCCGTGAGCCCCGTGCTGTTCAAGTCCGGGGAGGGC

TGCGGCGCCTGCTACAAGGTCCGGTGCCTGGACCACGGCATCTGCTCGCGCCGCG

CCGTCACGGTCATCGTCACCGACGAGTGCCCTGGCGGGGTCTGCTCCGGCGGCCG

CACGCACTTCGACCTCAGCGGCGCCGCGTTCGGCCGCCTCGCCGTGGCCGGCGCC

GGCGGCCAGCTGCGCAACCGGGGCGAGATCAACGTCGTCTTCCGCAGGACGGCG

TGCAGGTACGGGGGCAAGAACATCGCCTTCCACGTGAACGAGGGCTCCACTAGC

TTCTGGCTCTCCCTCCTGGTCGAATTTGAGGACGGCGACGGCGACATCGGATCCA

TGCAGCTCAAACAGGCCAACTCGGCGCAGTGGCGAGACATGCAGCACGTCTGGG

GGGCCACATATAGCCTCACCCCGGGCCCACTTGTCGGGCCCTTCTCCGTGCGGCT

GACGACCCTGTCCAGCAAGCAGACCCTTACGGCCCAGGACGTCATCCCCAAGAA

CTGGGCCCCCAAGGCCACCTACACCTCCCGGCTCAACTTCGCGTAG 

Nucleotide 

>SbEXPB-34 

AATACAATATTTGCCAAGCGGAGAACCTTTAAGATTCGTGCGTACGATGGTGGCC

GGCAATGGAGCCTGTACGTAGCCCATAGTCGTGCTCCACTGTGTCGGGTCCTTAA

CTCGCCGCTTTTACTCGGCTAGGAACCACCAACAACAACCGTTCCGTTTCGCGTC

GGGTTTAAACCACCGACACTCTGACGTATTTTCCGCCTGACACGCACAAAATGGG

CTGACAGGCGGCATATATATGTATAGGTGAACTCACTTGCAAGTCAAATATTACA

GAATTACAGCTATATATTCCTTTTTTCATTAGTACAACGAGGCAAGGTTGCATCAG

TATTTTTTACCCTGACGGCCCTGATCGACCATGTGAACCAGTGTGGGAAGCTGGG

AACGGTCCATTTTTCGATCATTTCTCAACGGAACTGCTGCTGTGTCCATACTTGTG

AGTCGAGAGCTACTTGCATTTCTCTGCGTCCCTACAAATATTCTGTTGCCCGTTTG



GCTAGCGTTGGTTAGATCTGGCCACGCAGTAACTAGGACCTTTGTCCAACGTGCT

TGCCACACTGGTTTCATTCACCTTGTTGTAACTTATTAATTACTGGTGTGGTTAAT

TATTCAATAGTATAGTACATATTATATATTACTCTGTACTGGAACTGTCAATAGTA

ATTACAGTACTACTTACTCTGTACTGTGTCGTCACTCTAATCCCTATATCACCGTG

TTCAATAACAATAATTAACCATCTACAGGCGGCGCGTGCGGGTACGGGACGCTGG

TGGACGTGGTGCCGATGAAGGCGCGCGTGGGCGCCGTGAGCCCCGTGCTGTTCAA

GTCCGGGGAGGGCTGCGGCGCCTGCTACAAGGTCCGGTGCCTGGACCACGGCAT

CTGCTCGCGCCGCGCCGTCACGGTCATCGTCACCGACGAGTGCCCTGGCGGGGTC

TGCTCCGGCGGCCGCACGCACTTCGACCTCAGCGGCGCCGCGTTCGGCCGCCTCG

CCGTGGCCGGCGCCGGCGGCCAGCTGCGCAACCGGGGCGAGATCAACGTCGTCT

TCCGCAGGTACATACGCTGAACCGGCCTGAACATGCTTGCATGCACAGATCTGTT

TTTTACTGGTCATCGAGACCACTGTACTATGTAGTACGCGGCAGAGTCAGAGATG

AATGCTGCAAAGGGTAAAAAAGAAGCACGCGAAGGGGACGGCTGTTGGTCAACC

GTATCCGGCGGGCGAACTGCATGCCTTGCTTCTGACGTTACTAGAAATGCAGACA

CTAGTGAACTCTGTCTCTGTCAAAACGAAAAGTGGTACCGGGGTCCGGGGGTTAG

ACAATAGACAGAAGGTTAAAAATGTGACGCTGTCAGATGAGGACCACCATGGGT

CCGGGTATGCAGTAGTTGGATCTTGGAACGTGCCATGGCCATGCCATGCATTACC

TCTTTTCGCTGAATTAATCAAAGAACATACAGTGGGCACGCCATGGCCAAGCAGA

AATCAATGTGAGACGACAGAGTTGGCTTTGTTTATATGCACTCAAAAACCCAAAA

CTTTACAAGATTTCCCATCACATCGAATCTTGTGACACTTGCATCAAACATTAAAT

ATAGATAAAAAAGATAACTAATAGCACAGTTTACCTAGAAATTATGGTACAAATC

TTTTAAGCCTGATTATTGTATAATTAGATAATGTTTGTCAAATAAAAAACGAAAG

TGATACAGTGTCAAAATTCAAAAAGTTTTTGAATGTAAACAAGGTCTCAGACTGT

CCGTACTCGCTCATGGCGTGCGATGGAATGCACATAAACCCACAGTTATTTACAA

ATGAGCAACGACCACCATTGGCTGTCGGCTGTCGCGTGCGCTTGGAGTAACCTGC

CGCCGGTGAATCCTCAAATTTACGGCCGGCTTTTGTATGCATGCTTGCAGGACGG

CGTGCAGGTACGGGGGCAAGAACATCGCCTTCCACGTGAACGAGGGCTCCACTA

GCTTCTGGCTCTCCCTCCTGGTCGAATTTGAGGACGGCGACGGCGACATCGGATC

CATGCAGCTCAAACAGGTAAATAATAACACATCAATGCAAGCCTCGGCCTATTCA

CTTAAGTTTGTCTGTCAAATTTATCAATCATTTCATAGTTTTTTCTCTCACACCGTA

CTTCAACCATGGCTTATATGCCATGCTTTTTTTCCCTTCACAATTCACACCACATC

CATAAGTCTCCGCTCGACCACGGCACCATGGATACGTGCGTACGTGAAGTATGAT

CATTGCGGTGGAGTGCAACAAAGGGCTTTTCCTCAGTGATACTGGGAAGGTGTTG

GCGTTTCTTTCCATAGGGACATGCAGGTGTTTGTGGGCAGCGCTAGTGCAGCATG

TGAGTGGGATCCCCCCGCTTGCTTTTTCACATGCGGCGGCTCCGGCTAGGGACAT

GGGCGATGGTTTTCTGGACGCGCATGGGCCAGCGTGGGCCGCAACTAGGCTTTTG

TCTGTTGCCCTTTTGTGTCCCGTCGCGTCCATTAGCCATTGCTGGTAGGAATGTGT

CATCTAGGGTTCTAGAATCACATGCATGTATATGTCCTCCGTCAGTCACACAAAA

CAACACCACGGCTAGTAAGCTATATTAACTAGACTAATACTACTGTTTGCGGCGT

TTGCCGGCAAGTCTAGTGGTACGGCACATGTCAAAGTTTTGTTACCTTTATTAGTA

AATAGATTGTAGTATCTTCGCAAAAAAAGTAATAAATTGTAGTACTAGTTTTTGC

CAAAGTCATGATTATCGCCAGCTACACATATGGCCCTGTTCATTTTTGTCAGGAGT

TAATAATAATCTCTTCCTTTTTCCCTACGGTGTGCTTCTGCTTGTACAATAATGCTA

GTGTCTTTTCTAACAGTGCTACTCCATCATATCATGTGGATCGTACTAACATGAAC

CTGTCCTTCTGGGTGGTCTCACAATGTTATCCCCACTGCATGTACCAGCACTGTCA

AACTCGATCTCCAGCTGTTATTATAGGAGTATACCATTATTTATACCAATGCTGCA

TCCATTAATAAGTCTCGGCTTTCAGGAACTGTAGCGATTTCCTCAGCCTTTTCTTT



CTTTCTTTCTTTCTTTCTTTGTGGGGTGATTTTCTCAAATTACTAGAGTGAAAACTA

TTTTGTTTGGTTTGTCTTCGGTGCTACTTGGAGTGACTGAAGTTTCACTTGGATGT

GGATGCAGGCCAACTCGGCGCAGTGGCGAGACATGCAGCACGTCTGGGGGGCCA

CATATAGCCTCACCCCGGGCCCACTTGTCGGGCCCTTCTCCGTGCGGCTGACGAC

CCTGTCCAGCAAGCAGACCCTTACGGCCCAGGACGTCATCCCCAAGAACTGGGCC

CCCAAGGCCACCTACACCTCCCGGCTCAACTTCGCGTAGAGGCCTTCTGCTGGGC

CGAAGTATTATCGGCCCGGGAGGTGGTTAATTGGGCTTAGTTATTGTCAATCAGA

GGCCCATATTATTCTGTGCAGTTTGATGTCGCGTGAAGAAGATAATCTTGGTATA

GTAGTGGATAACCTGGTATTATGGCCCAGGTAGCCCCTCTCCTAAACTGGAGAGA

GAGAGCGTCTGATTCGGTTGGTGTGAGCCGCATGCTTCCTGGAGGCTGGAAATGG

GAGCTCCGGTGAAGAGCGGCTGGGGAACCAAAGGCTTGCATGACTCCTCTTTGAT

GGACTCATGCAATACTTATTTCTGCGTTTTATCTTGTAACTTAATATATTGTTATTA

ATTATCGTGCCCTCTTGGTACATGGTTGTAACTTGTGACTTATGCACCCTAAGTTA

TAGGGTCTCTAAACTATAGTCATGTACTTGTTCGTTCATGTTATCTATCAAGGGCT

GTTGCCATTTTGAAGGGGAAAAAATGCAAGCTCAAATGATCTATTGTAATAGCTC

ACTGTCCAGGAACAAGGTACCTCTACTGTGTTGTGATTATGTAAGTGATGAAATG

GAGGACTGCC 


