
IDENTIFICATION 

Species: Linum usitatissimum 

Locus: Lus10009917 

Gene Model: Lus10009917 

Description: LusEXPA-14 

Family: Alpha Expansin  

3D structure: 

 
GENOME DATABASES 

Phytozome: https://phytozome-next.jgi.doe.gov/info/Lusitatissimum_v1_0  

KEGG: https://www.genome.jp/entry/D12016  

EXTERNAL RESOURCES 

- 

https://phytozome-next.jgi.doe.gov/info/Lusitatissimum_v1_0
https://www.genome.jp/entry/D12016


GENE STRUCTURE 

 

DOMAIN ARCHITECTURE 

 

SEQUENCES 

Peptide 

>LusEXPA-14 

MAAAATLFSFFSSLLLASSMFDHIYADYGGWQSAHATFYGGGDASGTIGGACGYGN

LYSQGYGTNTAALSTALFNNGFSCGACFEIRCVNDPSWCLSPSIVVTATNFCPPNPAL

PNNNGGWCNPPLQHFDLAQPAFLQIARYRAGIVPISFRRVPCWKKGGIRFTINGHSYF

NLVLVTNVGGAGDVHAVAVKGSKTGWQSMSRNWGQNWQSNAYLNEQSLTFAVTT

SDGRTVNSYNVVPAGWQFGQTFQGSQF* 

CDS (coding sequence) 

>LusEXPA-14 

ATGGCTGCTGCTGCAACCTTATTCTCGTTCTTCTCATCCCTGCTATTAGCTTCATCC

ATGTTTGATCACATTTACGCCGATTACGGCGGGTGGCAGTCAGCTCACGCTACCT

TCTATGGGGGCGGAGACGCCTCCGGCACCATTGGAGGAGCTTGTGGATATGGAA

ATTTGTACAGCCAAGGGTACGGGACGAACACGGCGGCATTGAGCACGGCGCTGT

TCAATAACGGGTTTAGCTGCGGTGCTTGTTTCGAGATCAGGTGCGTCAACGACCC

AAGTTGGTGTCTCTCGCCGTCAATCGTTGTAACGGCAACCAATTTTTGCCCGCCGA

ACCCAGCCCTCCCAAACAACAACGGCGGCTGGTGCAACCCTCCCTTGCAACACTT

TGACTTGGCTCAACCTGCTTTCCTCCAGATTGCCCGTTACCGCGCTGGCATCGTAC

CCATTTCTTTCCGCAGGGTGCCATGCTGGAAAAAGGGAGGGATAAGGTTCACGAT

CAACGGGCACTCCTACTTCAACCTAGTACTAGTAACCAACGTGGGAGGGGCAGG

GGATGTTCATGCGGTTGCCGTCAAAGGGTCAAAAACCGGATGGCAGTCAATGTCA

AGAAACTGGGGACAGAACTGGCAAAGCAATGCTTATCTCAACGAACAGAGCTTG

ACGTTCGCCGTCACGACCAGCGACGGCCGAACTGTCAATAGCTACAACGTTGTGC

CGGCCGGTTGGCAGTTTGGTCAGACATTCCAAGGTAGCCAATTTTAG 

Nucleotide 

>LusEXPA-14 

ATGGCTGCTGCTGCAACCTTATTCTCGTTCTTCTCATCCCTGCTATTAGCTTCATCC

ATGTTTGATCACATTTACGCCGATTACGGCGGGTGGCAGTCAGCTCACGCTACCT

TCTATGGGGGCGGAGACGCCTCCGGCACCATTGGTAAAAACCAACCATATACTAA

TAATGTCTGGGGGTACTCTGTTTGCACCAATTGTTTAATTTCATTAATTTTGGTTTA

TGGGTACTCTGTTTTTTTTTGTTCATCTATAGGAGGAGCTTGTGGATATGGAAATT



TGTACAGCCAAGGGTACGGGACGAACACGGCGGCATTGAGCACGGCGCTGTTCA

ATAACGGGTTTAGCTGCGGTGCTTGTTTCGAGATCAGGTGCGTCAACGACCCAAG

TTGGTGTCTCTCGCCGTCAATCGTTGTAACGGCAACCAATTTTTGCCCGCCGAACC

CAGCCCTCCCAAACAACAACGGCGGCTGGTGCAACCCTCCCTTGCAACACTTTGA

CTTGGCTCAACCTGCTTTCCTCCAGATTGCCCGTTACCGCGCTGGCATCGTACCCA

TTTCTTTCCGCAGGTAACATAAAAAAAAATCCAGTGTGTGTATGACTATGAAAGT

TTAAAATGAAATTTCGACGGAGTGCATTATAGAGAAATAACTTTCTGATTGTTAT

CTAAATTTTATATTGAAAGTTAGATGAAAATTTGAATATTTTTTAATGAAAAAATC

AGAAATTTGTTTGATTTAAATGATTTTAAATAGCTATCGATTTTATAAATAACTTG

TTTGTTTAGGGAGTTTTTCTAAATTTTGAAAATATATGTTAATCAACTTATTAAAA

ATCATTAGAGACAATTTGGTTATTTCCACCTACATCATTAGAGATTTTGAAATTCC

CTTTTCCATGAAACGGATTTCAAAGAGGAGCCAAAATCTATAAACTCAATTAAGG

TTTGGTTTGAGAGGTTAAAAGTTGAATAAAAATTTAAGTATTTTTTTATTTTGCCA

AAAAAATTAGATTTTTACTTAATGGTTTTGGAGAGCAAACTTTATGGTTTTCATTT

AAATTTTATCCAATTTTATTTGAAAGATAAAAAGTTGGATGAAATTTTAAACTTTT

TTCAATCAGATAGAAAAGTTAGCGGAATCAAGAAGGTCGTACACCATAAGCAAG

ATTTTAAATTTGAAATGAGTTTGAAAACACAAGGAGACAATTCGAAAACATACTG

GGAAAAACTCTAATTTTGAAAATCTTACATAAGATTTTTATCACTTTTACACATAG

AAACCCTCGGCCGTGACCTATGTTCGTCCATCCTTTATTTCGCCACTTCGAGATAA

TAAAAATAATTGTAAAAGGTAAATTTTTATAGTTGCCATTAAAATTCCATCCAATT

ATCTATTTTCTATGAAGTCTAAGTGATAAAGAGAATTCAATTATTGGATTGTTTTT

TATTTATTTAAAAGAGATTGATATTGCAGGGTGCCATGCTGGAAAAAGGGAGGG

ATAAGGTTCACGATCAACGGGCACTCCTACTTCAACCTAGTACTAGTAACCAACG

TGGGAGGGGCAGGGGATGTTCATGCGGTTGCCGTCAAAGGGTCAAAAACCGGAT

GGCAGTCAATGTCAAGAAACTGGGGACAGAACTGGCAAAGCAATGCTTATCTCA

ACGAACAGAGCTTGACGTTCGCCGTCACGACCAGCGACGGCCGAACTGTCAATA

GCTACAACGTTGTGCCGGCCGGTTGGCAGTTTGGTCAGACATTCCAAGGTAGCCA

ATTTTAG 




