IDENTIFICATION

Species: Elaeis guineensis
Locus: XP_010905528

Gene Model: XP_010905528.1
Description: EQEXPB-08
Family: Beta Expansin

3D structure:

GENOME DATABASES
NCBI: https://www.ncbi.nlm.nih.gov/genome/?term=txid51953[orgn]
KEGG: https://www.genome.jp/entry/T03921
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binding site 4 A4
specific hits Pollen_allerg_1

Superfanilies DPBB_RIpA_EXP_N-like superfamily Pollen_allerg_1 superfamily

List of domain hits d
Name Accession Description Interval E-value
[+] DPBB_EXPB_N 22275 N-terminal double-psi beta-barrel fold domain of the beta-expansin subfamily; Beta-expansins 59-182 1.73e-68
[+] Pollen_allerg_1 pfam01357 Pollen allergen; This family contains allergens lol PI, Pll and PlIl from Lolium perenne 190-266 4.14e-27

MLRFLQAQRDKKPKREAASQGLPPTMAAGFFSSSILLLLLLLIFFFESGESHQISDPHW
QPATATWYGSPDGDGSDGGACGYGSLVDVRPMKARVGAVSPVLFKGGEGCGACYK
VKCVDGNICSRRAVTVIVTDECPGGYCAFGRTHFDLSGAAFSRMAVAGSASQLRDR
GEISVLFRRTPCKYRGKNIAFHVNEGSTEYWLSLLVEFENGDGDVGSMHIKQSNSVE
WLEMKHIWGANWCIIGGPLRGPFSVKLTTLSTQRTLSARDVIPKNWSPKATYTSRLN
FS

CDS (coding sequence)
>EgEXPB-08

GCAGAGATCTGGACCTAGGGGCAGATGCTTCGGTTTCTCCAAGCCCAAAGGGATA
AGAAACCCAAGAGAGAAGCAGCCTCTCAGGGTCTCCCTCCCACAATGGCCGCCG
GCTTCTTCTCTTCCTCCATTCTCCTCCTCCTCCTCCTCCTCATCTTCTTCTTCGAATC
CGGTGAGTCCCATCAGATTTCCGACCCACATTGGCAGCCCGCCACGGCGACGTGG
TATGGCAGCCCCGACGGCGACGGCAGCGACGGTGGAGCATGTGGGTATGGGTCG
CTGGTGGACGTCCGGCCGATGAAGGCGAGGGTGGGGGCAGTGAGTCCGGTGCTG
TTCAAAGGCGGGGAGGGATGCGGGGCCTGCTACAAGGTGAAGTGTGTCGACGGG
AATATCTGTTCCCGGCGGGCGGTGACTGTGATCGTCACCGACGAGTGCCCGGGGEG
GCTACTGTGCCTTCGGCCGCACCCACTTCGATCTCAGTGGTGCTGCCTTTAGCCGC
ATGGCCGTAGCCGGCTCCGCCAGCCAGCTCCGCGACCGAGGCGAGATTTCGGTCC
TCTTCCGGAGGACTCCGTGTAAGTATCGTGGGAAGAACATAGCCTTCCATGTGAA
TGAAGGCTCAACAGAGTATTGGTTATCGCTTCTGGTGGAGTTTGAGAATGGAGAT
GGAGATGTTGGATCCATGCACATAAAACAGTCCAATTCCGTGGAATGGCTAGAG
ATGAAACATATCTGGGGAGCAAATTGGTGTATCATTGGAGGACCTCTAAGGGGG
CCCTTCTCAGTAAAGCTGACCACATTGTCCACACAGAGGACCCTCTCTGCCCGGG
ATGTGATTCCAAAGAATTGGTCTCCCAAGGCCACCTACACCTCCCGCCTGAACTT
CTCTTAATTAAAGGGCGGCAGACTCAATAGGTCAAAAGAAGCTACTCTTCTGTCT
CCATGAGGGAAAAAGTAGCCGTTGGTGGTTGTGCTCTTTTGAAGAATAACATAAA
AAAATAGCCGTTGGGATGCCAAGGCAATCCCACGGGCTCTTTCTATAATCCCCTA
TTATCTTAGTTTTTGGAAGTTTCTATATATATGTTGTAGCCATAGGGCTCAGCAAC
GTGCCCCATGTAGATGATGTAGCCCTCTCCTAAAGGAGAGCGAGCGCCCATTTGT



GTGACATTTGTGTACGTTTGTGGGATCCCATCTAATTATATGCATGGGATTCTCAA
TAGAGTATTGTAACAAAACAAGGTCCCACTCCTGTTGGTGCCTTAGGCCAGGATG
TGGATGCCTCCTTCTTGTTTAGTTGAACCCTATGAAGGGTTTTCCAATAATTTACT
TTGGAGTAACATGAGTTCTGTATTCACA

Nucleotide
>EgEXPB-08

CTTTATGGCAAAAGACATTGTTGGGCATGTGATCTTTATTTGGGGGCAAGTTGCA
TCATTCAACAATCCAATAGTAAGTATCATGTCACACACAATGAGAACATGAGGTT
TACCTTGTAGGGCATGTGACCTCTATTTGGAGGCAAGTTGCACCATTCAACAATC
CTACTAAAGTCCTAGTAATGGTATCATGTCACACATAATAAGAACATGAGGTTTG
CCTTGTATCTCTTTCTTTCATTCATAAAGCTTTCCCTCTAGTTCCAGAAATGAGGTT
CACCAGCGCTAGTAAAATGTCCCATTAGTAGAAATATGGCCCCTTGCCTCTAAGG
CACCATGTGTTTGGGTCCCAGCCTTACCAAAAGAACATGAATGACACCAAGTCCT
TGTTCCCAACATAGCACATGAAAGATCAGTGAACAAACAAAATTTTAGCATGTGA
TGCTCATTTGCTAAAGCTAGCTACTACAGGGGTCATAGTCAGAGAAACACCTCCA
AGATGTGAATACAGAACTCATGTTACTCCAAAGTAAATTATTGGAAAACCCTTCA
TAGGGTTCAACTAAACAAGAAGGAGGCATCCACATCCTGGCCTAAGGCACCAAC
AGGAGTGGGACCTTGTTTTGTTACAATACTCTATTGAGAATCCCATGCATATAATT
AGATGGGATCCCACAAACGTACACAAATGTCACACAAATGGGCGCTCGCTCTCCT
TTAGGAGAGGGCTACATCATCTACATGGGGCACGTTGCTGAGCCCTATGGCTACA
ACATATATATAGAAACTTCCAAAAACTAAGATAATAGGGGATTATAGAAAGAGC
CCGTGGGATTGCCTTGGCATCCCAACGGCTATTTTTTTATGTTATTCTTCAAAAGA
GCACAACCACCAACGGCTACTTTTTCCCTCATGGAGACAGAAGAGTAGCTTCTTT
TGACCTATTGAGTCTGCCGCCCTTTAATTAAGAGAAGTTCAGGCGGGAGGTGTAG
GTGGCCTTGGGAGACCAATTCTTTGGAATCACATCCCGGGCAGAGAGGGTCCTCT
GTGTGGACAATGTGGTCAGCTTTACTGAGAAGGGCCCCCTTAGAGGTCCTCCAAT
GATACACCAATTTGCTCCCCAGATATGTTTCATCTCTAGCCATTCCACGGAATTGG
ACTGCAAAATAAACAAATTGAAGTAGGCATTCTGTATCAAAATTTATAAGAAGA
GTATGAACAAAGACTCAGCGTAATATATTGGAGCCTTTTTAATTAAGAGCTACAT
AATATGTCAATGCTTGCAAGCATTCTTTAACATTGAAAAAAATTGAATTTGGTCT
GTTTGGTAGTCCAAGTCTCTCTTATGATTGATTAGTGATTGACTACGTTAAAGCTA
AGAAGAATCAAAACAGTGTAATGGATAACAAATCTTCTAAGCATGTACTATTTTG
TCGGTGACTTGCGGATTAAGAATGCTAAAAGCGGGATTGATATGATGCCTTCTCT
AGTCCCCATATGAGGGAGACTAAAAATAAGCAACAGTGGATAACAAATCTAGGT
AAGATGTGAGCGAGATCTTTAAAGTGTCAATTAGGTAAGGGACTGAATTCTCAAA
TAAAAACCACATGAAAAGCCAAATGAGAGAATAGTGCTTTAAATTTAAAGCACA
TTAGCATATTCCACTATAACATGCTATTTATTTAATGGGACTTGATCTGGAGAAGT
ATGACTTATGAGCTCAACGACATGTCAATGTGTCATGAACACGCAAAGCACGACT
GTTGCCATGTGAGTGTGATCCAGAACATGTGATCTTGCATATATATATATATATAT
ATATNNNNNNNNNNNNNNNNNNNNTATATATATATATATATATATATATATATAT
ATATATATATATATATATAGTGCAGGTTATTCTTAAATGCCAAAATTTAGACACA
AATGGAGGCAACCCCCACAAAGAAGATCAGATAAGAAATACACTTTTATGTGCT
GCTAGATCTTTATGGTGAGATTGCGCTATAGGTTATGGAGAAGCATTTTCCAGTC
CCTTTATTGCAGAACTCCAGAGCTCAAGCTCCATCCATGGTTTTTGGCTATTACAA
TGGTTGAGAAAATCTCAGAAACCCAATCATATGTTGGATAGGTAAAAGCTAAAAT



CGACTACTCATTGAGACATTGATTGATATGAGTGAATGGAAGGTCTTAACTATTT

TCTCTCTCAAAATAATGGAAAAAGCAGGCCCACTAGCCACGAGACACTGAAACA

GGTGACATGGCATTATGTTTCCATGATCAGTGCTGGGGAAAGCAATGGAAGTATA
CCCCCGGAAAAGGAAGTGCACTCACAAGTGACAAAGGGACAGCCTTCCTTACGG

AGAAAGGGTCTATAACACTCTAGTGGAAGCCCAAGCTTTATTCTAGATATATTAC
TAAAGTGCTAAATGAGACTAAAAGGCATAAATAATTGTTAAAGTTATGCTTAAAG
AAAGAGGCCTCAAAGAATAAATCCCCAAGAAAGTAAAGCAAGAAGGTCAGAGA

TATACCTGTTTTATGTGCATGGATCCAACATCTCCATCTCCATTCTCAAACTCCAC

CAGAAGCGATAACCAATACTCTGTTGAGCCTTCATTCACATGGAAGGCTATGTTC

TTCCCACGATACTTACACGGAGTCCTGAAACAGTACAATTTATCGGATATTATCTT
AAGTCACAATCATTCCTGATGGTGTTTTTTTACTTATTTCCTCAAACCTTTACAATC
TAAGAGCTATGTAGTCTTGTATTTGGAATAGTACCATAGTCATAAGGAAGCTACA
AAAGTTGAGTAACAACAACAACAAATTTGATAAAAATATTAAGCAGTAGTTATTT
GGAAGGCTCTTACGGCAGTTGTAAGCAGCAAAGAAGTTCTTGCTATTCATGTGAC
TGGATTACCTGATACGAATAACTCCGTACTTAATTTTTTTTTCCTCTTTGGAGAGA
AAATCTCTATTTTGTACAACACCTAACAATCAGACAGCAGATAGCTACAATGCAA
TGATTTTTTTTTTTTTGATTTTTCTAGAAAAATTAGTGATAATAAAGTAACAAGAG
AAATATATGACAAAAGAGCAGAGCTCTTCGTTACCCCGGCAGAAGAATTAATCC

AACCGCCTGCAGCAAGACAGACCCTTGACCGAAAGACCAAGGGTATTTCAGTCA

I TTAACTTTTCGCATGTGTCCTTTTCCTTGTGGTATATTTCACATGTCTTTAACTAC
TTAAGGATAAAAGCAGAACAGTCGCTCAGTAAAAGAAGAATACATACGAGAAGG
AATGAGAAGAACATGGTGTCGTTTGACTTGCTGTTCCTTTTCTTTTACTCTATACA
CACACACCATCATAAAATCTTACAGTGTTAACCTTTACCCAAAAAAAAAAAAAAC
TTACAGTGTTAACCAAGAAGTCCAACACAGTAAAAGAGCAGAGCAGTAACAAAT
TAAATTCAACAATCAAATACCCCTCTTTTAAAATTAAATAAACAGAGAAATAGAA
TGGTGCTGCTGCTTCCTCACCTCCGGAAGAGGACCGAAATCTCGCCTCGGTCGCG

GAGCTGGCTGGCGGAGCCGGCTACGGCCATGCGGCTAAAGGCAGCACCACTGAG
ATCGAAGTGGGTGCGGCCGAAGGCACAGTAGCCCCCCGGGCACTCGTCGGTGAC

GATCACAGTCACCGCCCGCCGGGAACAGATATTCCCGTCGACACACTTCACCTTG
TAGCAGGCCCCGCATCCCTCCCCGCCTTTGAACAGCACCGGACTCACTGCCCCCA
CCCTCGCCTTCATCGGCCGGACGTCCACCAGCGACCCATACCCACATGCTCCACC

TGGAACAACGCAACCACCAACTACTTAGAACAGATATAGAATAATGGTTCAAAT

CAGCAGTAGATATATTCCTGGTTAATATGTAGAAATTTCTTCAAACACTTGCTCTA
ACCACCAGTGTTTAGAGAGATATTATATATAAAGAAAGAATAAGTGTGTGTTTTT
TTGGGTCAATTCGATGGGCAAAAGCTGGGGAAAGAGAGGGTGCAGGAGACTGAG
CTGACACCACATGCGGCACATCAAGGACAAGGTCTCTCGGCTTCCCATGTGCCTG
TGCCGCCGGGGACCAGAACAAGGTACAAGAGGCTCCAGAGTACCCAAGATGCAG
GGCTCCTCGTCGTCGGACACGTGCAATAGAATCTAGCTGGGCCCCACGGATCTTC
TTCACATTTTTGACCTGTTGGGAATCGGACGGAGGGAGTTGTCCACCGGTGTTGG

GTACTCGAAGCCTCGTACCTGATCCCAGCCCGGTTTATAACGGCTAGAAACTGTA
ATGCCCGAAGCTCACAAACTGTAACGGCTAGCGTGGGGAAGGGCAAATAAAATA
AAAGAAAATAAAGTAAATGGAAATCCAGCCAGCCGTTTGATGTCGATGGAATGG
CTGTGATGCGTCCACGACATGAGACAGGCTACATTCCTTCTAGCGAGTAACTGGG
CTACACTGAACTATCTTAGATTGGCAATGCTGGATGGTGAGGGGATGGGATTTGT
GAACTCACCGTCGCTGCCGTCGCCGTCGGGGCTGCCATACCACGTCGCCGTGGCG
GGCTGCCAATGTGGGTCGGAAATCTGATGGGACTCACCGGATTCGAAGAAGAAG
ATGAGGAGGAGGAGGAGGAGGAGAATGGAGGAAGAGAAGAAGCCGGCGGCCAT




TGTGGGAGGGAGACCCTGAGAGGCTGCTTCTCTCTTGGGTTTCTTATCCCTTTGGG
CTTGGAGAAACCGAAGCATCTGCCCCTAGGTCCAGATCTCTGCGTAAACAGGCAA
CAGACAGAGGTCATTTATAGACCAAGGCAAGGCTGATATTTCCCACTAAATTATT
AAACAATTTATATCCATACTCCCATTTATTAGTATATGCACTCCGGTATTTCCCAC
CCTCTTTCACTCCGGACTTTGTGGCGAGTGCTGCAGTGGAAGTGTGACACTAAAA
AGAGTGGAGTATATTTACGGATATTTTATTTTTTAATATTAGGATAGGTGGGGCC
AGAATCGGATACCCCATTCACCTTTGCCTCTGCTGTTCGGTCCATGTGCATCTCCG
TCTGATGAAATGACCAGAATGCCCTTAGTTACGCCGACACTTTGCGTGCTGTCCCT
CCGGCAGTTTTGGCGCGCGACCGTTACCGTTCATGAAGTAGAATCTAATAAAGCT
GTGTTAGTTGATGGGTCAATTTTATACCAAAGATTTCAGGGCCCAAATGAGCTCA
TTATAGCTTTCCTATCCAAATTCTCCCGTGTAAAACTTTACCTCA






