
IDENTIFICATION 

Species: Phaseolus vulgaris 

Locus: Phvul.008G232200 

Gene Model: Phvul.008G232200.1.p 

Description: PvEXPA-17 

Family: Alpha Expansin  

3D structure: 

 
GENOME DATABASES 

Phytozome: https://phytozome-next.jgi.doe.gov/info/Pvulgaris_v2_1  
KEGG: https://www.genome.jp/entry/gn:T03093  

EXTERNAL RESOURCES 

https://www.pulsedb.org/organism/636  

https://phytozome-next.jgi.doe.gov/info/Pvulgaris_v2_1
https://www.genome.jp/entry/gn:T03093
https://www.pulsedb.org/organism/636


GENE STRUCTURE 

 

DOMAIN ARCHITECTURE 

 

SEQUENCES 

Peptide 

>PvEXPA-17 

MASFQKLLAIVSLVTVLLASAEARIPGVYGGGAWETAHATFYGGSDASGTMGGACG

YGNLYSQGYGVNTAALSTALFNSGLSCGACFEIKCADDPSWCHAGSPSILVTATNFCP

PNYALPSDNGGWCNPPRPHFDLAMPMFLKIAEYRAGIVPVSYRRVPCRKQGGMRFTI

NGFRYFNLVLITNVAGAGDVVRTSVKGAKTGWMSMSRNWGQNWQSNAVLVGQSL

SFRVTASDRRTSTSWNIVPANWQFGQTFTGKNFRV* 

CDS (coding sequence) 

>PvEXPA-17 

ATGGCTTCTTTTCAAAAACTCCTTGCCATTGTTTCCCTCGTTACCGTTCTTCTCGCT

TCCGCCGAGGCCCGAATCCCGGGCGTGTACGGCGGCGGCGCGTGGGAGACCGCG

CACGCCACGTTCTACGGCGGTAGCGACGCGTCGGGTACAATGGGAGGCGCGTGC

GGCTACGGGAACCTGTACAGCCAGGGGTACGGCGTGAACACGGCGGCCCTGAGC

ACTGCACTGTTCAACAGCGGGCTGAGCTGCGGAGCGTGCTTCGAGATAAAGTGCG

CGGACGACCCGAGCTGGTGCCACGCTGGCAGCCCCTCGATCTTGGTGACGGCCAC

GAACTTCTGCCCTCCGAACTACGCTCTCCCCAGCGACAATGGAGGATGGTGCAAC

CCTCCCAGACCACACTTCGACCTCGCCATGCCCATGTTCCTCAAAATCGCTGAGT

ACCGCGCCGGAATCGTCCCCGTCTCTTACCGCAGGGTGCCTTGTCGAAAGCAGGG

AGGGATGAGGTTCACGATCAACGGCTTCCGTTACTTTAACCTGGTTTTGATCACC

AACGTGGCCGGTGCAGGGGATGTCGTGAGGACGAGCGTGAAAGGGGCTAAGACT

GGGTGGATGAGTATGAGCCGCAACTGGGGTCAGAATTGGCAGTCAAACGCTGTT

CTGGTTGGTCAGTCACTCTCCTTCAGGGTGACAGCCAGTGACCGACGCACCTCCA

CCTCTTGGAACATTGTACCCGCCAATTGGCAATTTGGCCAAACCTTCACAGGCAA

AAATTTCAGGGTCTGA 

Nucleotide 

>PvEXPA-17 

TCCACAGAACTCAAACGCAGAGCGAGTTAGTTTCTAAAACCGTTCTTCTTTTCATA

ACTCCTAACAAAACCCTGCTCGGTCTTCCCACTCATAATGGCTTCTTTTCAAAAAC

TCCTTGCCATTGTTTCCCTCGTTACCGTTCTTCTCGCTTCCGCCGAGGCCCGAATCC

CGGGCGTGTACGGCGGCGGCGCGTGGGAGACCGCGCACGCCACGTTCTACGGCG

GTAGCGACGCGTCGGGTACAATGGGAGGCGCGTGCGGCTACGGGAACCTGTACA



GCCAGGGGTACGGCGTGAACACGGCGGCCCTGAGCACTGCACTGTTCAACAGCG

GGCTGAGCTGCGGAGCGTGCTTCGAGATAAAGTGCGCGGACGACCCGAGCTGGT

GCCACGCTGGCAGCCCCTCGATCTTGGTGACGGCCACGAACTTCTGCCCTCCGAA

CTACGCTCTCCCCAGCGACAATGGAGGATGGTGCAACCCTCCCAGACCACACTTC

GACCTCGCCATGCCCATGTTCCTCAAAATCGCTGAGTACCGCGCCGGAATCGTCC

CCGTCTCTTACCGCAGGTAACGTTACTTTCACCCATTTTCGCTCCACACTTCGCCT

TAACTTTTTCATTATATGTTTATTTTATATATGTTTTCTGTTTTTACTTTTCCTCTTT

TAAATATCAGTTATTAATAATTTGTGTTTCATAATTTAAAACATTAGAGTTGAAAA

AAACGGAATTTTCCGCATTTGGGATAGGTGTAGTTTTTGACACAATTGTCTAGAC

ACTAGCAATAAAAAAGTTAATAATTTTTTATAGTAAAGAAAGGGAGAAATTAATT

AACTTTAATATTGTAGGAGTATAAAAAAAGGGAGATTTTGATGTTTTATTATTTTA

TAATAAAATGAGAATAAAGGAAATAGAGTAAACGCGCTTGTTTGGCTTTTGGCCT

TCTGAGAGTACAAAGCGCAGAGACAGAAATGCGACGTCGTTTAAACCGACAAAG

TGTACTGATATTCTTACACTGTGGCGGGGACTAGACAGTAGACAATAGGTAATTC

GTAATTCAGAAAAGTGAAAACAGATGAGAACCGTAGATGCTTATTTGGTGGCCCT

GTCTGGAGAAAACCTGAACCGTTTATCTGAAACCGGTTCAAGATTTTGACAAACG

TGCACCTTTTGCCGCGTAATTGCACGATTCTCGAAACCAACCAAAAATAAGATTA

ATCTTCATTACGTGGTGTGATTGTAAATATGTAATTGTACTTATTTGCCATCGTGG

ATGCACTTTATTACGAATAATGCCACTGACGATTGTGATTGGGTGCGTGGATGTG

CAGGGTGCCTTGTCGAAAGCAGGGAGGGATGAGGTTCACGATCAACGGCTTCCG

TTACTTTAACCTGGTTTTGATCACCAACGTGGCCGGTGCAGGGGATGTCGTGAGG

ACGAGCGTGAAAGGGGCTAAGACTGGGTGGATGAGTATGAGCCGCAACTGGGGT

CAGAATTGGCAGTCAAACGCTGTTCTGGTTGGTCAGTCACTCTCCTTCAGGGTGA

CAGCCAGTGACCGACGCACCTCCACCTCTTGGAACATTGTACCCGCCAATTGGCA

ATTTGGCCAAACCTTCACAGGCAAAAATTTCAGGGTCTGATAACGTTTTCTGGGT

CCTTTTTTTATTACAAAAAGCAAAAGCTTTACCTCTATGTAGTTTTGAATTTGCCT

TGGGATGTGGATATTGGGAGAAAAAATGGAGGGAAGTAAAGTAAGTGGTGGTAG

TGATCAGTAAACTTTTTGACTTTTTCTTTCTTTGTCTTTTGTGCAAGTAGAGGGATA

TGATGTTGGGGTTGTCTTGGTATACGAGTTTGAAGTGTTATAGGATCTGAAAAAA

TGGAGGGGAACATTGTGTGAAACTTGTAAGGGGCTGAAGTGGCTTCAAATGTATG

AGCCCGCAGCTATATTTCTTAGATATATTTATATTAATGAAAATATCAAGTGTGTT

TATCTT 




