
IDENTIFICATION 

Species: Sphagnum fallax 

Locus: Sphfalx0050s0124 

Gene Model: Sphfalx0050s0124.1.p 

Description: SfEXPB-03 

Family: Beta Expansin  

3D structure: 

 
GENOME DATABASES 

Phytozome: https://phytozome-next.jgi.doe.gov/info/Sfallax_v0_5  

KEGG:- 

EXTERNAL RESOURCES 

- 

 

https://phytozome-next.jgi.doe.gov/info/Sfallax_v0_5


GENE STRUCTURE 

 

DOMAIN ARCHITECTURE 

 

SEQUENCES 

Peptide 

>SfEXPB-03 

LSTILLAKNRYDIDWQYGHATWYGDPYGDGSDGGACGYTALETTPYGSKIAAGSSA

VFMNGQGCGTCYDVKCRYSICKSEPTRIVITDFCPGGIYCSTGAVAFDLSGSAINSLAV

PGQEWAMRNIGTYSIQYMRVPCEYGGQNVAFAVDAGSSPYWLSFAVKYEGGPGDIQ

SSGSYEWEPMQHNWGASWMLIDYSGQPFKGPFDVQIIAKLNGHSLIAWNAIPDYFQP

GATYNSTVQFLH* 

CDS (coding sequence) 

>SfEXPB-03 

CTGAGTACCATTCTTCTAGCGAAGAATAGGTACGACATCGATTGGCAGTATGGGC

ATGCGACTTGGTATGGAGATCCTTATGGAGACGGCTCAGACGGAGGCGCTTGTGG

GTATACCGCCCTGGAGACCACGCCTTATGGCTCCAAGATTGCGGCTGGAAGTTCA

GCAGTTTTCATGAATGGTCAAGGCTGCGGTACTTGTTACGACGTCAAATGCAGAT

ATTCAATCTGCAAGTCAGAACCGACCAGGATAGTCATCACAGATTTTTGTCCCGG

TGGGATCTACTGCAGCACCGGCGCAGTTGCATTCGATCTCAGCGGCAGTGCCATC

AACAGCTTGGCAGTGCCGGGTCAGGAGTGGGCTATGCGCAACATCGGCACATAC

AGCATTCAATACATGAGGGTCCCATGTGAATATGGAGGACAAAACGTTGCCTTTG

CGGTGGATGCAGGCTCTAGTCCTTATTGGCTGTCGTTCGCCGTCAAATACGAGGG

AGGTCCAGGCGACATTCAATCTTCTGGTAGCTACGAGTGGGAGCCAATGCAACAC

AACTGGGGTGCGAGTTGGATGTTGATCGATTACTCCGGACAACCTTTCAAAGGTC

CTTTCGACGTTCAGATCATTGCCAAGCTCAATGGCCATTCTCTCATCGCATGGAAT

GCAATCCCAGATTACTTCCAACCCGGAGCAACCTACAATTCAACTGTCCAGTTCC

TACATTAA 

Nucleotide 

>SfEXPB-03 

CTGAGTACCATTCTTCTAGCGAAGAATAGGTACGACATCGATTGGCAGTATGGGC

ATGCGACTTGGTATGGAGATCCTTATGGAGACGGCTCAGACGGTGAGTACTTTTT

GATCTGCGATTTCAGATACTTCTTAACGTTAGTGCGCTAGAAAAAGCGAGCGGAG

TTTCGTTAGGAAGTAGTCCTTGTAGAAGGAAGATAGAATAGTTCTCAGACCTTAT

ATGGATTTGGAGATCAACGACTAATGGGTGACTCAAGCTGCCCTCCTAACACTGG



AAGTAGTGACTGGCGAACCAATCATGTCTAGGATTAGTGCGGAGACTGAAGAGT

TCCAAGCGTAATGTTCTAGTAGCCCAAGTCATCGACTGCTTACGAGGCGCATGCA

TGACGCGACAGCCTTACATCGATCATTCTTGCATCCAGGATGGGATTTTGAAGCC

GTTTTCTAGAATTGAACATATATGTTCATGGCAGGCAGAAAATCAGTGACCAAAT

CGTGCTGTTGCTAGTTCGGGACCAGCTTGGACTCTAGCTGAATCATTTGTTGGAAT

CGTTGTGCAGGAGGCGCTTGTGGGTATACCGCCCTGGAGACCACGCCTTATGGCT

CCAAGATTGCGGCTGGAAGTTCAGCAGTTTTCATGAATGGTCAAGGCTGCGGTAC

TTGTTACGACGCAATGATCAGCAGCAAATTACCTTACTTTTGCAAATCCATGGAG

CTACAATATTATTGCATGCCTTAATGTGATTGAAGCAGTGGAAGAAGTGTTCTGA

CACCCATGCTGATCTAAGAATGGTCTAAATGTTATGTGCATGCAGGTCAAATGCA

GATATTCAATCTGCAAGTCAGAACCGACCAGGATAGTCATCACAGATTTTTGTCC

CGGTGGGATCTACTGCAGCACCGGCGCAGTTGCATTCGATCTCAGCGGCAGTGCC

ATCAACAGCTTGGCAGTGCCGGGTCAGGAGTGGGCTATGCGCAACATCGGCACA

TACAGCATTCAATACATGAGGTATGAACTAGGACGTAGATAGCAGCACTCAAAA

TACTCCTCAGTTGTCTGCACCGCCGTTCCATTTACCTTTCAAGTTTTTTTACCATGG

CCAGCCAGTTCAAGACTAAGGGTCTCTTCCAACCTGATGGAAAGCAGGGCTTTAT

TTCATGCTGCAAGGATAAGTTGCTGTCCATCGGAGAGCTGCAAGTGCCTTGAAAT

CCAATATGTAGTTCAGTCATGTTAGGAACTCAGGGAACACATGTTCTCATGAACA

TAAAAGAGAGAGATGTCATTTCATGGTGAAGCCACAGTTCGACTCATCGCAGCTC

CTGCAATTGGTGAATGCTTGACTGGTAGAGCTGTGAGTTGGAAAAACGTAATGAA

AAGCGGATGTGATCAAAGAATCTGAGATCACAGCAGCCAAATTGACAGATGTCC

TAACTAGTCATTTGAGATGCAAGGAGCTCGCTACAAGATTAATGTGATTTACTCT

CACGACACCACCGTACTTAACGATCCGACGTTGTGTGCTGGCGCAGGGTCCCATG

TGAATATGGAGGACAAAACGTTGCCTTTGCGGTGGATGCAGGCTCTAGTCCTTAT

TGGCTGTCGTTCGCCGTCAAATACGAGGGAGGTCCAGGCGACATTCAATCTGTCA

TGATCCGACAGGAAAGTAACAAACAAACACCAGCGACAACCCCAAGGAAGTTTC

CATTGCAAATTTTTTGCAAATTTTTTTAATGAAAAGCTTGAAATTCATACGTGACA

CGGACTTTGATTTTGACAACCCTGGCTGCCGGTTGGTTGGGATCATGTGCATGTGT

GTAGTCTGGTAGCTACGAGTGGGAGCCAATGCAACACAACTGGGGTGCGAGTTG

GATGTTGATCGATTACTCCGGACAACCTTTCAAAGGTCCTTTCGACGTTCAGATCA

TTGCCAAGCTCAATGGCCATTCTCTCATCGCATGGAATGCAATCCCAGATTACTTC

CAACCCGGAGCAACCTACAATTCAACTGTCCAGTTCCTACATTAA 


