IDENTIFICATION

Species: Phalaenopsis equestris
Locus: XP_020593812

Gene Model: XP_020593812.1
Description: PeqEXPA-10
Family: Alpha Expansin

3D structure:

GENOME DATABASES
NCBI: https://www.nchi.nlm.nih.gov/genome/?term=Phalaenopsis+equestris
KEGG: https://www.genome.jp/entry/T05601

EXTERNAL RESOURCES
http://orchidbase.itps.ncku.edu.tw/est/Phalaenopsis 2019.aspx



https://www.ncbi.nlm.nih.gov/genome/?term=Phalaenopsis+equestris
https://www.genome.jp/entry/T05601
http://orchidbase.itps.ncku.edu.tw/est/Phalaenopsis_2019.aspx
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Query seq. MGGAC GYGNLYSOGY GYETAALST ALMNAGL SOGACFELWCTE DPCWCY TGP S TF T TATNF CPPNFACPSONGRICNPPRFHFILAM P LKTAHYRAG TVPYERIRVP CHISGGTRF TINGFRYPHL VL TSNUAGAGD TVVSYKG SRTGUMTME RNIGINIOENADL YVGOELS FRYTGSOHRT STSMNWRAHUOFGOTFSGHNRY
Superfanilies PLNOOOS0O

+ Name Accession Description Interval E-value
[+] PLND0O50 super family cl31535 expansin A; Provisional 1-208 6.34e-108
SEQUENCES

Peptide

>PeqEXPA-10

MGGACGYGNLYSQGYGVETAALSTALFNAGLSCGACFELKCTEDPQWCVTGNPSIFI
TATNFCPPNFAQPSDNGGWCNPPRPHFDLAMPMFLKIAHYRAGIVPVSYRRVPCKKS
GGIRFTINGFRYFNLVLISNVAGAGDIVKVSVKGSRTGWMTMSRNWGQNWQSNADL
VGQSLSFRVTGSDHRTSTSWNVVPAHWQFGQTFSGKNFRV

CDS (coding sequence)
>PeqEXPA-10

GGGGTCTACACTGGCGGTTCATGGCAAAGCGCGCACGCCACTTTCTACGGCGGAA
GCGACGCCTCCGGCACAATGGGTGGGGCTTGCGGATACGGGAATCTATATAGCC
AGGGATACGGCGTGGAGACGGCGGCGCTGAGCACGGCGCTATTCAACGCGGGGT
TGAGCTGCGGTGCGTGCTTTGAGTTAAAGTGTACCGAAGATCCCCAGTGGTGCGT
AACTGGGAACCCTTCGATCTTCATCACCGCGACTAATTTCTGCCCTCCGAACTTCG
CTCAACCGTCTGATAATGGTGGATGGTGCAATCCACCTCGCCCTCATTTCGATCTT
GCGATGCCGATGTTTCTGAAAATAGCGCATTACCGTGCCGGCATCGTTCCAGTCT
CCTATCGCCGAGTGCCGTGCAAAAAGAGTGGGGGAATCCGTTTCACCATCAACGG
CTTCCGTTACTTCAACCTGGTTCTGATCTCCAATGTCGCCGGCGCCGGCGATATTG
TGAAGGTGAGCGTAAAGGGATCTCGCACAGGGTGGATGACGATGTCGCGAAACT
GGGGACAGAACTGGCAGTCTAATGCCGATCTGGTGGGCCAATCTCTCTCTTTCCG
CGTCACCGGCAGCGATCACCGGACCTCCACCTCCTGGAACGTTGTTCCGGCGCAC
TGGCAGTTTGGTCAGACCTTCTCCGGCAAAAATTTTCGCGTTTGATTAAATGGTAA
TGCTTGGTAGATTTTAGGGGCCGATTTTTAGGCCTTGTTTGGTGTTTGGGTGCGCG
CTTTTGTGTGGTATTGAGCAAGCATTATGGAAAAGTGTGAAACAGCTTCTTAGTT
GC

Nucleotide
>PeqEXPA-10

CTCTGATTATTGAATGTCTGGTAAATAGTTTTATGTGCGATGGCAGTTTTAGCTAT
GTAGTAGAAGAGCTGGCACGGCCCATTTAAAAAACCTGTTTAACTATGCTTCGAA
AGCTGTTACGCAATAAACAAGCCCAATGGCTGCGGGCAACAACTGTAATTGTCGG
TTAAAAAGAGTTGCCAAAGTTGTCATGAGAGTATAATGATTTCGACTGTTTTTTGC
GTTTAAGAGAACTTGGGAGAGAAATTGAGCAGCCAACTTTCATAAAACCTTAAA



AGAGATTTGAGGCCGCGTCAGCTGCAATTGCGTTTGCTGCCTCAGCAGTAAATTA
TACAAGTATCATTTATTAAACGTATATCGTTAAATATAAATAATGAAATGAGGCA
CTTTTAACCATAATCTAGCAAAGCATAACTGATTATATAACAATTATATAAAAAT
ATGATCACTAGAGATTAATGAGAGAGGCTGCGGGCTACATTCTTTTTGCAGCCGC
TTCAGCAACTAAGAAGCTGTTTCACACTTTTCCATAATGCTTGCTCAATACCACAC
AAAAGCGCGCACCCAAACACCAAACAAGGCCTAAAAATCGGCCCCTAAAATCTA
CCAAGCATTACCATTTAATCAAACGCGAAAATTTTTGCCGGAGAAGGTCTGACCA
AACTGCCAGTGCGCCGGAACAACGTTCCAGGAGGTGGAGGTCCGGTGATCGCTG
CCGGTGACGCGGAAAGAGAGAGATTGGCCCACCAGATCGGCATTAGACTGCCAG
TTCTGTCCCCAGTTTCGCGACATCGTCATCCACCCTGTGCGAGATCCCTTTACGCT
CACCTTCACAATATCGCCGGCGCCGGCGACATTGGAGATCAGAACCAGGTTGAA
GTAACGGAAGCCGTTGATGGTGAAACGGATTCCCCCACTCTTTTTGCACGGCACT
CTGCAATTGCATTTTTATTTTTATTTTCATTTTTACTCCGAAATAGTTAGGATTTTG
TCTTTAAATGTAAAAGCCTACTATATATAATTAAATAAAAATAAAACACTGATAA
GAAGCGAGCAGGCAGCCAATTAAATTCACAAAACAAATACCTCACTAAATATTTT
GTACATTATGTTAATTTTAACTAAAATACAGAAATTTAGTTATATTGAATAATATG
CAAAAAAAAAAAATTTTATGAATATCAAATATATTACTATTTAGACTAAACTAAA
GCCCAATAATAAAAGAAAAAAAGATGTTAAATGGGATTTTTTTATCATATACAGC
CCCATCGTAGGACCCGCCGCAGCTAACATGCAACGATACTTGAAATAATTAGTAA
ATAAATGAATAATTAGAATATAATACCACTCACTAATCACAAAATTTGTTAATAA
ATAAATAGCGCAAAAAATTTATTTTCATCTTCATGCGATCATTGGATGCCATGGG
ACCCGCCACGTTGCCACACCAATAACCCATGTGCAGCTGTCGGGTCGGCGCATGG
CCGAACCCACTCTCACGCGATATCCATTGTGTAAATACCATTAGCACCCTTGTCCT
CGTTTAAAAAATGCAAGGGTAATTACGTGATTTAACGAACCGTCACGTGATACTT
GATTTGATGTGGTTCGGCGAATCGATTTTCGTGATATCATAAATTAATTTTCCAAA
ACAAACTGCCGTTATTAATTTACAATATTTCTAAATAAAAATATCGCCATTCTAAA
AGATCGGGCTCGAAAATCAATTCAACCCCACAATACAAACTGCTTCAGATTTAAT
TAATCAGATCAGCTCCACACAATCTGCTAAGTTATCTGTTGATCGATCGGTTCAG
GTATGTCCGGCAAGCTACAATGGGATCTAAGATACATTTTAAAATGAGCGGAGAT
TAAGAAAGAAAAAAAAAGTAGGTTAGCTCAATCAATCTTAAGAGAAATGAAGGA
TAGTTGAGCAAATCAAAGGACAAAATAGTCATTAACTCATGCAAATGGTGACGG
GAAAGGAATTTCGGAAAGACAGAAAACGACCGGCAGGGAGTCAGCGTGGGGCG
TCGCCGATGCTTTAATATAAGGAAAAAAAAAACAGTAAAAGAGGTAAAGGAAAT
GGAAACTAGGGGATGTCAAATTAACTCACCGGCGATAGGAGACTGGAACGATGC
CGGCACGGTAATGCGCTATTTTCAGAAACATCGGCATCGCAAGATCGAAATGAG
GGCGAGGTGGATTGCACCATCCACCATTATCAGACGGTTGAGCGAAGTTCGGAG
GGCAGAAATTAGTCGCGGTGATGAAGATCGAAGGGTTCCCAGTTACGCACCACT
GGGGATCTTCGGTACACTTTAACTCAAAGCACGCACCGCAGCTCAACCCCGCGTT
GAATAGCGCCGTGCTCAGCGCCGCCGTCTCCACGCCGTATCCCTGGCTATATAGA
TTCCCGTATCCGCAAGCCCCACCTACCACAAACGATTCCGAAAGTAACATCTACT
GGCTTGATTCAAAGATTGAGTGGTGTTAATTAATAATAAATTATGAACGATAAGG
ACAAACCCATTGTGCCGGAGGCGTCGCTTCCGCCGTAGAAAGTGGCGTGCGCGCT
TTGCCATGAACCGCCAGTGTAGACCCCCGGAATGCGCCCTTCTGAAGGTAGTACA
GATGAGAGCAGACAGGCTACAGAGATCGCAGCAGCGAAAAGAGGCGCATTACTG
AAGTAAAGCTGTTGGGGAGAAAAAGGGTGAGGGGAAAGTGGGAGGAAGATGGC
TATTTATTGAGCGCGAAAGTGCGCGGGGACGAAAAGAAGGAGAAATGTATTCTT
ATTAATTTTCCACAAAAAATATGTATATAAATATATATAAATATATATATATATAT




ATATTTATTTCCTTATATATATATTTATTTATTTATTTATTTTTTTTTCGAAATTCCG
AAAAATGTGAAAAGTTTTAAAATAAAGATAAACGAAAAAAGTAACGCTCTCTGG
GCAGCTTTACCGTAATTAGTAGTTTTCCGTTGCTGAGACACGGCGGCGTCGCATTT
AACGGCAGGGATCTGAGAGTTTGTTACGGGAGCAAAGGTTGCTCAATGATCGGA
CGGTGGCGGTGTATGAGGAGGCAATAAATAACG





