
IDENTIFICATION 

Species: Sorghum bicolor 

Locus: Sobic.004G191600 

Gene Model: Sobic.004G191600.2.p 

Description: SbEXPB-30 

Family: Beta Expansin  

3D structure: 

 
GENOME DATABASES 

Phytozome: https://phytozome-next.jgi.doe.gov/info/Sbicolor_v3_1_1 

KEGG: https://www.genome.jp/entry/T01086  

EXTERNAL RESOURCES 

- 

 

https://phytozome-next.jgi.doe.gov/info/Sbicolor_v3_1_1
https://www.genome.jp/entry/T01086


GENE STRUCTURE 

 

DOMAIN ARCHITECTURE 

 

SEQUENCES 

Peptide 

>SbEXPB-30 

MSAQCKLVALGALIFFLLVSYGSCTRIVNFNASHITADPYWVAARATWYGAPTGAGP

YDNGGACGFKNVNLPPFSAMTSCGNQPLFKDGKGCGSCYQIRCVNHPACSGNPETV

MITDMNYYPVAKYHFDLSGTAFGAMAQPGRNNELRHAGIIDIQFRRVPCIYPGQTVT

FHIEHGSNPNYLAVLVEFEDGDGDVVQVDIMEANSGWWTPMRESWGSIWRMDSKR

RLQGPFSLRITNESGERLVAYQVIPANWAPNTYYRSNIQYEAFGSAAGQAIGFGSAVG

LVISSAAGLHTVITGIIGLICLVLYHLHGIEVPQF* 

CDS (coding sequence) 

>SbEXPB-30 

ATGTCTGCCCAGTGCAAGCTGGTTGCGCTTGGTGCACTGATCTTCTTCCTTCTTGT

CTCGTATGGCTCATGCACTAGGATCGTCAACTTTAATGCCTCCCACATCACGGCG

GATCCCTACTGGGTGGCTGCCAGGGCCACTTGGTATGGTGCGCCAACCGGCGCTG

GCCCCTACGACAACGGTGGCGCTTGTGGGTTCAAGAATGTGAACCTGCCTCCTTT

CTCGGCCATGACATCGTGCGGCAACCAGCCCCTGTTCAAGGATGGCAAGGGCTGT

GGCTCGTGCTACCAGATACGATGCGTCAACCACCCCGCGTGCTCTGGCAACCCGG

AGACGGTGATGATCACCGACATGAACTACTACCCAGTCGCTAAGTACCACTTTGA

CCTCAGCGGCACGGCGTTTGGTGCCATGGCACAGCCCGGCCGCAACAACGAGCTC

CGCCACGCCGGCATCATCGACATCCAGTTCAGGAGGGTGCCCTGCATCTACCCCG

GGCAGACGGTGACCTTCCACATCGAGCACGGCTCAAACCCCAACTACTTAGCAGT

GCTTGTCGAGTTCGAAGACGGCGATGGCGATGTGGTCCAGGTGGACATCATGGA

GGCCAACTCCGGGTGGTGGACGCCGATGCGGGAGTCGTGGGGATCCATCTGGAG

GATGGACTCCAAGCGCCGGCTGCAGGGGCCCTTCTCGCTGCGCATCACCAACGAG

TCCGGCGAGAGGCTGGTGGCTTACCAGGTCATCCCGGCGAACTGGGCGCCCAAC

ACCTACTACCGCTCCAACATCCAGTATGAGGCTTTTGGCTCTGCTGCTGGACAGG

CTATTGGCTTTGGCTCTGCTGTTGGACTGGTCATTAGCTCTGCTGCTGGACTGCAC

ACGGTAATTACCGGCATCATTGGCTTGATCTGTTTGGTATTGTATCATTTGCATGG

GATTGAGGTGCCTCAGTTTTAA 

Nucleotide 

>SbEXPB-30 



GAGGCGCGAGGCGGAGCGGAGGGGGCCGCCACCTAGGGAGGGTCCGCCGATTGG

GGCCAAATTTGCGGCGCGCGGTGGCCAGCCCCCGCCGGATCCGGGCATCCGGCG

ACGGCGACTCGGGCGACGCCTCCTCCACGGAGGGGAAGCCAGGGAGGGCGGACG

GGAGGAGCAACCCGGCGTCTGGCAAAAGGGAGGCTGGGAGGAGATCCGGCGGTT

GGCTGGCTCCCCGGCGCGGCTTGCGGCGGCCACCTGCCGTACCGCCGCACTGGAG

CGGAGCAAGAGCTGAGGAGCGGCGGGGAAGCAGCCAACCCCAGCAGCAGCAGC

AGCAGCAAGCCGGCAGGCAAGCAGCGAGGTAGTTCACTAATCTCACTTCTTTGTA

ACTTGTTTTGGTATCTTGCAGCTGCCTTGCGCACTGGTAGCCATGGTACTATGGTA

GGAAACTAGGGAGATAGGATTGTACTAGCACATTCGTAGCACATTGCACATTGCT

GTAAGAAACTAGGAACGCACATTGGTAGCTATGTGGTAGGAATGCGAATTTGTA

AAATTCGCAAGCAATTAGTAATTTTAAAGATGTTTTCTTCAGTGTGAATGAAGAT

GATATAATGGAGACTTTTGTGGCTGTTAGGAAGCATAAGCCCAACATCGAGAATA

GTGTTGTTTTCTTATTTGAACTAACATAAGTTTATGAGTTTTTTTGGAGGCAAATT

TTATATTTAATTATGGATTTCAGATGTTTGTAAGACAAGCTTGTGTACTTGTATTC

TAAGTTAACGATTTACATTTGAGATATATATTTTTTTAATTATCGGACCACTCTAG

CTTTAAATCCCATATAAGCGCCACTGACCTGATGCCTCCATTCCTTACATGGTTTG

CTCCAGAGTCATGTGACCCGCCACCAAAGAATGTCCTGGCAAGGTGCTTCTCGCT

AACCATCGAAACACAAAGCTTCATGTCTGCCCAGTACTAGCAACAAACGAGCTA

GCCAGAAGCTTGGAGCGTAGGATTGTAGTGGCACATTGGTAGCACATTGCGCATT

GTTGTTACAAATTAGGAATGCACATCAGTAGCCGGCGGTAGGAATGTAAATTTGT

AATTCGCAAGTAACTAGTAATTTGTAATGACGTTTTCTTCATTTTGAATGAAGATG

GTATAATGGAGACTTTTAAGGCTGTTAGAAAGATAAGCCCAGCATCAAAAGAAA

TAGAATAGTTGTCTTATTTGAACTATATTGAAAGTGTGAGATTTTCTGGAGGCAA

ATTTTATACCTAATTGTGGATTTGAAGATGTTGTAACACAAGTTTTTGTGCTTGTA

TCGTAAGTTGACAATTTACATTTGAGATATTAAAAAAATCCACTTATTGAACCAC

CCTAGCTTCAAATCCTATATAAACGTCACTGACCTGATGCCTCCATTCCTTCCATG

ATTTGCTCCAGAGCCATGTGACCCCCTACCAAAGAATATCCTGGCTAGGTGCTTC

TCGCTGACCATCGAAACACAGAGCTTCATGTCTGCCCAGTGCAAGCTGGTTGCGC

TTGGTGCACTGATCTTCTTCCTTCTTGTCTCGTATGGCTCATGCACTAGGATCGTC

AACTTTAATGCCTCCCACATCACGGCGGATCCCTACTGGGTGGCTGCCAGGGCCA

CTTGGTATGGTGCGCCAACCGGCGCTGGCCCCTACGACAACGGTATGTACATGAA

TGTTGGTGCATGGTGCCAGATCGTATATGGCATGCATTGTTGTTGGATGATCTGTA

AGCTTTTGTGCATGCAGGTGGCGCTTGTGGGTTCAAGAATGTGAACCTGCCTCCTT

TCTCGGCCATGACATCGTGCGGCAACCAGCCCCTGTTCAAGGATGGCAAGGGCTG

TGGCTCGTGCTACCAGGTACATTACTTGGTCGTACATTACTTGGTTAGAGATACTA

TTTCTAGGATATCAAGAAGTTCGTTTGTGCTGTTGGCTGTCCTCGTGAAAATGGAA

ACAGAGACAGAAAACTAGAGTAACTCCTTTCATTTGTTGCTGATCTTTTTCAGATA

CGATGCGTCAACCACCCCGCGTGCTCTGGCAACCCGGAGACGGTGATGATCACCG

ACATGAACTACTACCCAGTCGCTAAGTACCACTTTGACCTCAGCGGCACGGCGTT

TGGTGCCATGGCACAGCCCGGCCGCAACAACGAGCTCCGCCACGCCGGCATCATC

GACATCCAGTTCAGGAGGTCTGTAAGATGCACTGCTCGTTTCATAGAACCACATG

GCAAGCAATCTGAAGGCCCTACACCAACAGAATCATACTTCCACTTCACAATTTG

GCGTTTTTGTATGCCTATGGACAAGCCTGTTCCAAATGAAGCATAACATGGCATG

TTCCTGTAGGGTGCCCTGCATCTACCCCGGGCAGACGGTGACCTTCCACATCGAG

CACGGCTCAAACCCCAACTACTTAGCAGTGCTTGTCGAGTTCGAAGACGGCGATG

GCGATGTGGTCCAGGTGGACATCATGGAGGCCAACTCCGGGTGGTGGACGCCGA

TGCGGGAGTCGTGGGGATCCATCTGGAGGATGGACTCCAAGCGCCGGCTGCAGG



GGCCCTTCTCGCTGCGCATCACCAACGAGTCCGGCGAGAGGCTGGTGGCTTACCA

GGTCATCCCGGCGAACTGGGCGCCCAACACCTACTACCGCTCCAACATCCAGTAT

GAGGCTTTTGGCTCTGCTGCTGGACAGGCTATTGGCTTTGGCTCTGCTGTTGGACT

GGTCATTAGCTCTGCTGCTGGACTGCACACGGTAATTACCGGCATCATTGGCTTG

ATCTGTTTGGTATTGTATCATTTGCATGGGATTGAGGTGCCTCAGTTTTAATTAGC

ACTTGAGAGGTGACATGTCAGGTGTCCTACGCTGTAGGTGGTGTTTTGTGTCTTTA

GAGATTTGACGAATGGGATGTCTGCCTGGGCCGTCGTCGGTCCAGAGTTTCATTT

TCTCGAAAAAGAATTTATGAACCCAAATAATTTTC 


