IDENTIFICATION

Species: Sorghum bicolor

Locus: Sobic.004G191600

Gene Model: Sobic.004G191600.2.p
Description: SbEXPB-30

Family: Beta Expansin

3D structure:

GENOME DATABASES
Phytozome: https://phytozome-next.jgi.doe.gov/info/Sbicolor v3 1 1
KEGG: https://www.genome.jp/entry/T01086
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Specific hits B d Pollen_allerg_1

Superfanilies DPBB_R1pA_EXP_N-like superfamily Pollen_allerg_1 superfamily

List of domain hits d
Name Accession Description Interval E-value
[+ DPBB_EXPB_N 122275 N-terminal double-psi beta-barrel fold domain of the beta-expansin subfamily, Beta-expansins .. 41-162 7.04e-83
[+] Pollen_allerg_1 pfam01357 Pollen allergen; This family contains allergens lol PI, Pll and PlIl from Lelium perenne 170-246 7.37e-32

MSAQCKLVALGALIFFLLVSYGSCTRIVNFNASHITADPYWVAARATWYGAPTGAGP
YDNGGACGFKNVNLPPFSAMTSCGNQPLFKDGKGCGSCYQIRCVNHPACSGNPETV
MITDMNYYPVAKYHFDLSGTAFGAMAQPGRNNELRHAGIIDIQFRRVPCIYPGQTVT
FHIEHGSNPNYLAVLVEFEDGDGDVVQVDIMEANSGWWTPMRESWGSIWRMDSKR
RLQGPFSLRITNESGERLVAYQVIPANWAPNTYYRSNIQYEAFGSAAGQAIGFGSAVG
LVISSAAGLHTVITGIGLICLVLYHLHGIEVPQF*

CDS (coding sequence)
>SbhEXPB-30

ATGTCTGCCCAGTGCAAGCTGGTTGCGCTTGGTGCACTGATCTTCTTCCTTCTTGT
CTCGTATGGCTCATGCACTAGGATCGTCAACTTTAATGCCTCCCACATCACGGCG
GATCCCTACTGGGTGGCTGCCAGGGCCACTTGGTATGGTGCGCCAACCGGCGCTG
GCCCCTACGACAACGGTGGCGCTTGTGGGTTCAAGAATGTGAACCTGCCTCCTTT
CTCGGCCATGACATCGTGCGGCAACCAGCCCCTGTTCAAGGATGGCAAGGGCTGT
GGCTCGTGCTACCAGATACGATGCGTCAACCACCCCGCGTGCTCTGGCAACCCGG
AGACGGTGATGATCACCGACATGAACTACTACCCAGTCGCTAAGTACCACTTTGA
CCTCAGCGGCACGGCGTTTGGTGCCATGGCACAGCCCGGCCGCAACAACGAGCTC
CGCCACGCCGGCATCATCGACATCCAGTTCAGGAGGGTGCCCTGCATCTACCCCG
GGCAGACGGTGACCTTCCACATCGAGCACGGCTCAAACCCCAACTACTTAGCAGT
GCTTGTCGAGTTCGAAGACGGCGATGGCGATGTGGTCCAGGTGGACATCATGGA
GGCCAACTCCGGGTGGTGGACGCCGATGCGGGAGTCGTGGGGATCCATCTGGAG
GATGGACTCCAAGCGCCGGCTGCAGGGGCCCTTCTCGCTGCGCATCACCAACGAG
TCCGGCGAGAGGCTGGTGGCTTACCAGGTCATCCCGGCGAACTGGGCGCCCAAC
ACCTACTACCGCTCCAACATCCAGTATGAGGCTTTTGGCTCTGCTGCTGGACAGG
CTATTGGCTTTGGCTCTGCTGTTGGACTGGTCATTAGCTCTGCTGCTGGACTGCAC
ACGGTAATTACCGGCATCATTGGCTTGATCTGTTTGGTATTGTATCATTTGCATGG
GATTGAGGTGCCTCAGTTTTAA

Nucleotide

>ShEXPB-30



GAGGCGCGAGGCGGAGCGGAGGGGGCCGCCACCTAGGGAGGGTCCGCCGATTGG
GGCCAAATTTGCGGCGCGCGGTGGCCAGCCCCCGCCGGATCCGGGCATCCGGLG
ACGGCGACTCGGGCGACGCCTCCTCCACGGAGGGGAAGCCAGGGAGGGCGGACG
GGAGGAGCAACCCGGCGTCTGGCAAAAGGGAGGCTGGGAGGAGATCCGGCGGTT
GGCTGGCTCCCCGGCGCGGCTTGCGGCGGCCACCTGCCGTACCGCCGCACTGGAG
CGGAGCAAGAGCTGAGGAGCGGCGGGGAAGCAGCCAACCCCAGCAGCAGCAGC
AGCAGCAAGCCGGCAGGCAAGCAGCGAGGTAGTTCACTAATCTCACTTCTTTGTA
ACTTGTTTTGGTATCTTGCAGCTGCCTTGCGCACTGGTAGCCATGGTACTATGGTA
GGAAACTAGGGAGATAGGATTGTACTAGCACATTCGTAGCACATTGCACATTGCT
GTAAGAAACTAGGAACGCACATTGGTAGCTATGTGGTAGGAATGCGAATTTGTA
AAATTCGCAAGCAATTAGTAATTTTAAAGATGTTTTCTTCAGTGTGAATGAAGAT
GATATAATGGAGACTTTTGTGGCTGTTAGGAAGCATAAGCCCAACATCGAGAATA
GTGTTGTTTTCTTATTTGAACTAACATAAGTTTATGAGTTTTTTTGGAGGCAAATT
TTATATTTAATTATGGATTTCAGATGTTTGTAAGACAAGCTTGTGTACTTGTATTC
TAAGTTAACGATTTACATTTGAGATATATATTTTTTTAATTATCGGACCACTCTAG
CTTTAAATCCCATATAAGCGCCACTGACCTGATGCCTCCATTCCTTACATGGTTTG
CTCCAGAGTCATGTGACCCGCCACCAAAGAATGTCCTGGCAAGGTGCTTCTCGCT
AACCATCGAAACACAAAGCTTCATGTCTGCCCAGTACTAGCAACAAACGAGCTA
GCCAGAAGCTTGGAGCGTAGGATTGTAGTGGCACATTGGTAGCACATTGCGCATT
GTTGTTACAAATTAGGAATGCACATCAGTAGCCGGCGGTAGGAATGTAAATTTGT
AATTCGCAAGTAACTAGTAATTTGTAATGACGTTTTCTTCATTTTGAATGAAGATG
GTATAATGGAGACTTTTAAGGCTGTTAGAAAGATAAGCCCAGCATCAAAAGAAA
TAGAATAGTTGTCTTATTTGAACTATATTGAAAGTGTGAGATTTTCTGGAGGCAA
ATTTTATACCTAATTGTGGATTTGAAGATGTTGTAACACAAGTTTTTGTGCTTGTA
TCGTAAGTTGACAATTTACATTTGAGATATTAAAAAAATCCACTTATTGAACCAC
CCTAGCTTCAAATCCTATATAAACGTCACTGACCTGATGCCTCCATTCCTTCCATG
ATTTGCTCCAGAGCCATGTGACCCCCTACCAAAGAATATCCTGGCTAGGTGCTTC
TCGCTGACCATCGAAACACAGAGCTTCATGTCTGCCCAGTGCAAGCTGGTTGCGC
TTGGTGCACTGATCTTCTTCCTTCTTGTCTCGTATGGCTCATGCACTAGGATCGTC
AACTTTAATGCCTCCCACATCACGGCGGATCCCTACTGGGTGGCTGCCAGGGCCA
CTTGGTATGGTGCGCCAACCGGCGCTGGCCCCTACGACAACGGTATGTACATGAA
TGTTGGTGCATGGTGCCAGATCGTATATGGCATGCATTGTTGTTGGATGATCTGTA
AGCTTTTGTGCATGCAGGTGGCGCTTGTGGGTTCAAGAATGTGAACCTGCCTCCTT
TCTCGGCCATGACATCGTGCGGCAACCAGCCCCTGTTCAAGGATGGCAAGGGCTG
TGGCTCGTGCTACCAGGTACATTACTTGGTCGTACATTACTTGGTTAGAGATACTA
TTTCTAGGATATCAAGAAGTTCGTTTGTGCTGTTGGCTGTCCTCGTGAAAATGGAA
ACAGAGACAGAAAACTAGAGTAACTCCTTTCATTTGTTGCTGATCTTTTTCAGATA
CGATGCGTCAACCACCCCGCGTGCTCTGGCAACCCGGAGACGGTGATGATCACCG
ACATGAACTACTACCCAGTCGCTAAGTACCACTTTGACCTCAGCGGCACGGCGTT
TGGTGCCATGGCACAGCCCGGCCGCAACAACGAGCTCCGCCACGCCGGCATCATC
GACATCCAGTTCAGGAGGTCTGTAAGATGCACTGCTCGTTTCATAGAACCACATG
GCAAGCAATCTGAAGGCCCTACACCAACAGAATCATACTTCCACTTCACAATTTG
GCGTTTTTGTATGCCTATGGACAAGCCTGTTCCAAATGAAGCATAACATGGCATG
TTCCTGTAGGGTGCCCTGCATCTACCCCGGGCAGACGGTGACCTTCCACATCGAG
CACGGCTCAAACCCCAACTACTTAGCAGTGCTTGTCGAGTTCGAAGACGGCGATG
GCGATGTGGTCCAGGTGGACATCATGGAGGCCAACTCCGGGTGGTGGACGCCGA
TGCGGGAGTCGTGGGGATCCATCTGGAGGATGGACTCCAAGCGCCGGCTGCAGG



GGCCCTTCTCGCTGCGCATCACCAACGAGTCCGGCGAGAGGCTGGTGGCTTACCA
GGTCATCCCGGCGAACTGGGCGCCCAACACCTACTACCGCTCCAACATCCAGTAT
GAGGCTTTTGGCTCTGCTGCTGGACAGGCTATTGGCTTTGGCTCTGCTGTTGGACT
GGTCATTAGCTCTGCTGCTGGACTGCACACGGTAATTACCGGCATCATTGGCTTG
ATCTGTTTGGTATTGTATCATTTGCATGGGATTGAGGTGCCTCAGTTTTAATTAGC
ACTTGAGAGGTGACATGTCAGGTGTCCTACGCTGTAGGTGGTGTTTTGTGTCTTTA
GAGATTTGACGAATGGGATGTCTGCCTGGGCCGTCGTCGGTCCAGAGTTTCATTT
TCTCGAAAAAGAATTTATGAACCCAAATAATTTTC



