IDENTIFICATION

Species: Arachis ipaensis
Locus: XP_016167031

Gene Model: XP_016167031.1
Description: AipEXPA-19
Family: Alpha Expansin

3D structure:

GENOME DATABASES
NCBI: https://www.nchi.nlm.nih.gov/genome/35711?genome assembly id=315604
KEGG: https://www.genome.jp/entry/T04301

EXTERNAL RESOURCES
https://peanutbase.org/organism/Arachis/ipaensis
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Query seq.
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} Name Accession Description Interval E-value
[+] PLNDQ193 super family 33423 expansin-A. Provisional 25-252 1.14e-124
SEQUENCES
Peptide
>AIpEXPA-19

MATKISIATLLLLALFTTTQARIPGVYTGSAWETAHATFYGGSDASGTMGGACGYG
NLYSQGYGVNTAALSTALFNNGFSCGACFEIKCANDPNWCHAGSPSIFVTATNFCPP
NYALPSDNGGWCNPPRPHFDLAMPVFLKIAQYRAGIVPVSYRRVPCRKQGGMRFTIN
GFRYFNLVLITNVAGAGDIMRASVKGSNTGWMTMSRNWGQNWQSNSVLVGQSLSF
RVTASDRRTSTSWNIAPSNWQFGQTFTGKNFRV

CDS (coding sequence)
>AipEXPA-19

GGCCTTCTCTTTCTCTGTCTCCAAAACACTAAAACTCGCATACAGAGAGAAGAAA
CCATGGCCACCAAAATCATCAGCATTGCAACACTACTCTTACTAGCTCTCTTCACA
ACAACACAAGCCAGAATCCCCGGTGTCTACACTGGCTCCGCATGGGAGACTGCTC
ACGCCACATTCTACGGTGGCAGCGACGCCTCCGGAACAATGGGAGGGGCATGTG
GTTATGGAAACTTGTACAGCCAAGGGTACGGTGTGAACACGGCGGCGTTGAGCA
CTGCACTGTTCAACAATGGCTTCAGCTGCGGAGCGTGTTTCGAGATCAAATGCGC
CAACGACCCCAACTGGTGCCATGCGGGTTCGCCATCGATATTCGTGACGGCAACT
AACTTCTGCCCTCCCAACTACGCTCTCCCAAGTGACAATGGGGGTTGGTGCAACC
CTCCAAGGCCACACTTCGATCTCGCCATGCCCGTGTTCCTCAAGATCGCTCAGTAC
CGCGCTGGTATTGTTCCCGTCTCTTACCGCAGGGTTCCATGCCGCAAGCAAGGTG
GGATGAGATTCACGATCAACGGTTTCCGTTACTTCAACTTGGTTTTGATCACGAAC
GTGGCAGGTGCAGGGGATATCATGAGGGCGAGTGTGAAGGGTTCCAATACAGGG
TGGATGACCATGAGCCGTAACTGGGGTCAAAACTGGCAATCAAACTCTGTTTTGG
TTGGTCAGTCACTCTCCTTCAGGGTCACAGCCAGTGACCGTCGCACTTCCACTTCT
TGGAACATTGCACCCTCTAATTGGCAATTTGGCCAAACCTTCACCGGCAAAAACT
TTAGGGTCTAGAAATATACATACAACATGTTATTATCGTATATATTTTATTTGTGA
AATATTTGTATCCATTTGCGTATTATTCATCATTAAACGAGGTATAGACTCAATTT
AATTGGAGTTTATATTTTATCTAATGATAAATAATATTTGAATTGGTACAATATTT
CACATCTTATATATATGTTCAATGAACATCATTAAAATAGAAAATTAAAAAGCGG
TGGTATGTATTAGTGATACTTTTTGACATTTTCTTTGTCTTGTTTTGAGGTAGTGGG
GAATCAATCAAATATATGTCTTCGGTATATGGGTTTAGGTTTTTCTT

Nucleotide



>AIpEXPA-19

TATATGAAAGTTGAAGTTGAAATCTCATTATTGTTAATATAATCAACAAGAGAAT
TATCGGTGCTAACTGCTAAGAATTAAATAATTTAATTCCTAATGCAAACAAATAA
AGCAAGTAAAAATTAATGAATAATAGCCACTCAGATGAAGATATATAATCATATC
AAAATAATAGTTAAAAATTATTAAATAATTTAATATATTTTACTAATTTATTTAAC
ATTTTTATATAAGTAATTACCTTAAAATTACCAAAATTTGAGGATTTGATTTTTTG
AAAAATAATTTTTATATGGAGAAAAAGATCTCCTGGAAAGTAAAATTTGAACAAT
TGGAAGAGAGAAGTACAATGGTATCAAACGATTTTATGGGGATCAAACCAGACC
AAATAATTTATGTGATATAAAATTTATTGAATCAATTTAAGTATATATAATCAAAT
AATTTGTGTGATATAAAATTTGTTGAGAATCAATTTAAGTATATATATNNNNCCCT
TTGGCCTTCTCTTTCTCTGTCTCCAAAACACTAAAACTCGCATACAGAGAGAAGA
AACCATGGCCACCAAAATCATCAGCATTGCAACACTACTCTTACTAGCTCTCTTC
ACAACAACACAAGCCAGAATCCCCGGTGTCTACACTGGCTCCGCATGGGAGACT
GCTCACGCCACATTCTACGGTGGCAGCGACGCCTCCGGAACAATGGGTATCCACC
ATCACTTCAAAGTTTCTTCCTTTCTAACCCTTCAACTCAAAAACCTTCACTTTTCTT
ATATTTTACTATGTTTCCTCTGTTTTCCTCTGTTTTCAACTAAACCCATCTATCACC
AAACCTTCAAAGTCCAAACCCACACATATAATGTTCTCTCATTTTCCACCTTCAAA
AAATTTTAGCTTCCAAAATGGAAAATCGATTTTTTTTAATTAATAATTAGCGGCAA
ATGTTAATAATGTTCCATAGAAGAGAAGAGAAAGGAAAGCTGAAAATTAACTTG
CTATTATGATTACTACGCAGGAGGGGCATGTGGTTATGGAAACTTGTACAGCCAA
GGGTACGGTGTGAACACGGCGGCGTTGAGCACTGCACTGTTCAACAATGGCTTCA
GCTGCGGAGCGTGTTTCGAGATCAAATGCGCCAACGACCCCAACTGGTGCCATGC
GGGTTCGCCATCGATATTCGTGACGGCAACTAACTTCTGCCCTCCCAACTACGCTC
TCCCAAGTGACAATGGGGGTTGGTGCAACCCTCCAAGGCCACACTTCGATCTCGC
CATGCCCGTGTTCCTCAAGATCGCTCAGTACCGCGCTGGTATTGTTCCCGTCTCTT
ACCGCAGGTAACTAACTCTTCTTTGACTTTTTGAGATTGTGTCTTTTCAACTTATC
AAAGAAAAAAAAAAGAGAGAAAACGGTGTCGTTTGGGGAGACAAAGTGAGCTA
AGATTCTGCTACGGTGGAGACAAGACAGTAATAGTGGGAATGGTATGCAATATTT
GACGATGTAGTCTCAACTCCCAACTATGAATACAAATGAGAGGAGGGTACCATTT
TCTACGTGGACCCCAGTAGCCGAAAACGGACAATCTGGACCGTTCATCTCAACGG
GATTCGGGATTCTGAAACATTTGGCCGCGTAACTGCACGATTCCCCAAACATAGA
ATCTTCTTTTTTCATCTTTCCACTCCATGCATCATGATTCCCTCCCACACTGTTTAA
CTATACAGAAAAGGAAAATTAAAAAAGATATTAAAAATTTGAAGTACTCTCAATT
TTGCAGTGAATATTATGAGACTAATTTACTTTTTTTCACAAAACTAAAATATTGTT
AAAGCTATATTTGTCTAAAGGTTACAAAAACTAACTCATAATTGGTGGATTTTTTT
TTCTCTTAAAAAATGATAAAACCCTGTAACAATGTTTTATTACGATTGTGCCCCTG
TTGTGTAGGGTTCCATGCCGCAAGCAAGGTGGGATGAGATTCACGATCAACGGTT
TCCGTTACTTCAACTTGGTTTTGATCACGAACGTGGCAGGTGCAGGGGATATCAT
GAGGGCGAGTGTGAAGGGTTCCAATACAGGGTGGATGACCATGAGCCGTAACTG
GGGTCAAAACTGGCAATCAAACTCTGTTTTGGTTGGTCAGTCACTCTCCTTCAGG
GTCACAGCCAGTGACCGTCGCACTTCCACTTCTTGGAACATTGCACCCTCTAATTG
GCAATTTGGCCAAACCTTCACCGGCAAAAACTTTAGGGTCTAGAAATATACATAC
AACATGTTATTATCGTATATATTTTATTTGTGAAATATTTGTATCCATTTGCGTATT
ATTCATCATTAAACGAGGTATAGACTCAATTTAATTGGAGTTTATATTTTATCTAA
TGATAAATAATATTTGAATTGGTACAATATTTCACATCTTATATATATGTTCAATG
AACATCATTAAAATAGAAAATTAAAAAGCGGTGGTATGTATTAGTGATACTTTTT




GACATTTTCTTTGTCTTGTTTTGAGGTAGTGGGGAATCAATCAAATATATGTCTTC
GGTATATGGGTTTAGGTTTTTCTTCAAGTTTTTTATATAGATATCTCCATTTTGAGT
AAAAGATGGTGGAGAATATGACGATGTAATGAACTTTTTGAAAGGAGCTGAAGT
GGCTTGCAAGTTTATATGCCCGCAGCTATGCTTACTATANNNNNNNNNNNNNNNN
NNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNN
NNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNGTTTGGTTAAAT
ATTTTCTTTGTTAATTATAATTATAGTTTCTCATTGATATTGCTGAGATGAGTTTGA
TGTGAGTTTATGCTTTGCTATCTCGAGCCTTGGATATGGTTCATTTTATTAGTACT
AATGATAAGCTACTACTAATTGAAATTCGAAAAGTGTGGTTAGTTGATGCATGCA
TCTTTCATAATTAAGCATGCTTTATTTACCAGCGCCGAAAAGTTAAAGGAGAAAA
AAAATATTCAAATCAACGTTGATTAATAAG






