
IDENTIFICATION 

Species: Oryza brachyantha 

Locus: XP_006649234 

Gene Model: XP_006649234.1 

Description: ObEXPB-06 

Family: Beta Expansin  

3D structure: 

 
GENOME DATABASES 

NCBI: https://www.ncbi.nlm.nih.gov/genome/10862?genome_assembly_id=1593936  

KEGG: https://www.genome.jp/entry/T02995  

EXTERNAL RESOURCES 

https://rice-genome-hub.southgreen.fr/organism/1941498  

https://www.ncbi.nlm.nih.gov/genome/10862?genome_assembly_id=1593936
https://www.genome.jp/entry/T02995
https://rice-genome-hub.southgreen.fr/organism/1941498


GENE STRUCTURE 

 

DOMAIN ARCHITECTURE 

 

SEQUENCES 

Peptide 

>ObEXPB-06 

MASSSLLLACVVVAAMVSVVSCHPPKVPPGPNITASYGEKWLEARGTWYGKATGA

GPDDNGGACGYKDVDKAPFLGMNSCGNDPIFKDGKGCGSCFEVKCSKPEACSDKPV

IVHITDMNTEPIAAYHFDLSGHAFGAMAKEGKEEELRKAGIIDMQFRRVRCKYPDDT

KITFHIEKGSNPNYFALLVKYVGGDGDIFGVDLKEKGSEEWKPLKESWGAIWRMDTP

KPLKGPFSIRLITEGDEKLVADDVIPNDWKPDALYKSQLQVD 

CDS (coding sequence) 

>ObEXPB-06 

CGAGCCACGACATCAATCACCCATCAGCAGCAATATGGCCTCCTCCTCCCTCCTG

CTCGCCTGTGTCGTCGTGGCGGCGATGGTGTCCGTCGTGTCGTGCCACCCGCCCA

AGGTGCCGCCTGGCCCAAACATCACGGCGAGCTACGGCGAGAAGTGGCTGGAAG

CGAGAGGCACCTGGTACGGCAAGGCCACGGGTGCCGGCCCCGACGACAACGGGG

GCGCCTGCGGCTACAAGGACGTCGACAAGGCGCCCTTCCTCGGCATGAACTCCTG

CGGCAATGACCCCATCTTCAAGGACGGCAAGGGCTGCGGCTCCTGCTTTGAGGTC

AAGTGCTCCAAGCCCGAGGCCTGCTCCGACAAGCCCGTCATTGTCCACATCACCG

ACATGAACACCGAGCCCATCGCCGCCTACCACTTTGACCTCTCCGGCCATGCCTT

CGGCGCCATGGCTAAGGAAGGCAAGGAGGAGGAGCTCCGCAAGGCTGGCATCAT

CGACATGCAGTTTCGCCGCGTCCGATGCAAGTACCCCGATGACACCAAGATCACC

TTCCACATCGAGAAGGGCTCCAACCCCAACTATTTCGCGCTGCTCGTCAAGTATG

TTGGTGGCGACGGTGACATTTTCGGGGTGGACCTGAAGGAGAAGGGCTCTGAGG

AGTGGAAGCCGCTTAAGGAGTCGTGGGGTGCTATCTGGAGGATGGACACCCCCA

AGCCGCTCAAGGGACCCTTCTCAATCCGTCTCATCACCGAGGGTGATGAAAAGCT

CGTCGCCGACGATGTCATCCCTAACGACTGGAAGCCTGATGCCCTCTACAAGTCT

CAACTCCAGGTCGACTAACCATTCAACAAATCAAATCCGTCCTACGTCCAGCTGG

CTGCATATATATTCTTATGCATTTTTTAAACATACAATAAATAATGTTTAGAGCTA

GCTAGGTTTGTGGAGTACTCTCCAATGACCCCACGATAGAGACTTGAACTCTCTC

GATCAGAAAATTTCGATATAATAATATTTGGCACTTTCAGTTTCAA 

Nucleotide 

>ObEXPB-06 



CCCTAGGTGTGTTTTGAACAGATCAAAAATGAAGACTTAGAATATTTGTATTAAT

AATCTTGTCAAGGGACCAAGATCTGATTACGTTATTTGTTCGGCTTAAAGTTCGTC

GTATGCCAAATTATTCGCAAAATCGTAGCAATGATAAATAATATTGTGTGGTATG

TTAACTCAGTACTAAAACATTAATTTATGGTCTTCATTGCATTTGTTCTTTGTTCGG

TTGTCCTTCTTACTATATTTATAAATAAATATAGCCTTTTTTCTATCCTCGAGGAG

GTAGTATGAAGTATCACTGTTTTCTATGTAAAATTTTCTAGTATCTAAGGTAAAAA

AGATACCAAATTTTATATAGAAAACAGTGGTATCTCCTGGTACTTCTCAAGGATG

ATAAAATTGTTCTTATAAATAAAGTAGTTTTTTTTTGAACGTACAGATACTTCACT

GATAGTATAAGGTAGAGAGAAGAGATGGAGATTGAATTTCACATGGACAATCCC

TTGAAACTGAAAGTGCCAAATATTATTATATCGAAATTTTCTGATCGAGAGAGTT

CAAGTCTCTATCGTGGGGTCATTGGAGAGTACTCCACAAACCTAGCTAGCTCTAA

ACATTATTTATTGTATGTTTAAAAAATGCATAAGAATATATATGCAGCCAGCTGG

ACGTAGGACGGATTTGATTTGTTGAATGGTTAGTCGACCTGGAGTTGAGACTTGT

AGAGGGCATCAGGCTTCCAGTCGTTAGGGATGACATCGTCGGCGACGAGCTTTTC

ATCACCCTCGGTGATGAGACGGATTGAGAAGGGTCCCTTGAGCGGCTTGGGGGTG

TCCATCCTCCAGATAGCACCCCACGACTCCTTAAGCGGCTTCCACTCCTCAGAGC

CCTTCTCCTTCAGGTCCACCCCGAAAATGTCACCGTCGCCACCAACATACTTGAC

GAGCAGCGCGAAATAGTTGGGGTTGGAGCCCTTCTCGATGTGGAAGGTGATCTTG

GTGTCATCGGGGTACTTGCATCGGACGCGGCGAAACTGCATGTCGATGATGCCAG

CCTTGCGGAGCTCCTCCTCCTTGCCTTCCTTAGCCATGGCGCCGAAGGCATGGCCG

GAGAGGTCAAAGTGGTAGGCGGCGATGGGCTCGGTGTTCATGTCGGTGATGTGG

ACAATGACGGGCTTGTCGGAGCAGGCCTCGGGCTTGGAGCACTTGACCTCAAAGC

AGGAGCCGCAGCCCTTGCCGTCCTTGAAGATGGGGTCATTGCCGCAGGAGTTCAT

GCCGAGGAAGGGCGCCTTGTCGACGTCCTTGTAGCCGCAGGCGCCCCCGTTGTCG

TCGGGGCCGGCACCCGTGGCCTTGCCGTACCAGGTGCCTCTCGCTTCCAGCCACT

TCTCGCCGTAGCTCGCCGTGATGTTTGGGCCAGGCGGCACCTTGGGCGGGTGGCA

CGACACGACGGACACCATCGCCGCCACGACGACACAGGCGAGCAGGAGGGAGG

AGGAGGCCATATTGCTGCTGATGGGTGATTGATGTCGTGGCTCGGCGGCATGGTG

CATGGGTGGTATTTATCGGCGGCGGAGGGACACGACGCAGGGATTGCGGTGACC

GCATGCATGTCCGGCCGGCTAGCATGGGGAAGAAGACATCTTCTTTCTTATTATA

TCAGTGGTTGAGACGCCCTCCGTTGCAAAATCCTACTATGTTAGTAAATCAGTAC

TATACTACGTACTAACTAACAATAGCATGCACGTTAAGTGTGCTGTGTGCTTGCC

AGTATCACGTACTCTCTCGGATTAGTTTCAAAATATAAGTATTTATAGGATTTGAA

TTTATAGTAAATTATAATTATTTCTGAGAGTACTGCTTCCATCCATCACTTCTTATT

TAAAAATTTTCTTATTTTATCCCGTGTACCCTTTCAACCTCACACATTCGCCGTTTA

TTAAGAGGGGCGTTGTAATATTTTTTGTCAACCTTAATCTTTACTAAACAACTTTA

AAATTTTGGCACAGCGAATGTATATTGAAATGATCCATGACTCT 




