IDENTIFICATION

Species: Eucalyptus grandis
Locus: Eucgr.E01621

Gene Model: Eucgr.E01621.1.p
Description: EgrEXPB-05
Family: Beta Expansin

3D structure:

GENOME DATABASES

Phytozome: https://phytozome-next.jgi.doe.gov/info/Egrandis_v2 0
KEGG: https://www.genome.jp/entry/T03547

EXTERNAL RESOURCES

https://eucgenie.org/
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DOMAIN ARCHITECTURE

Query seq.

binding site 4 A}
specific hits . & Pollen_allerg_1
Superfanilies DPBB_RIpA_EXP_N-like superfamily Pollen_allerg_1 superfamily

List of domain hits .

Name Accession Description Interval E-value
[+] DPBB_EXPB_N 422275 N-terminal double-psi beta-barrel fold domain of the beta-expansin subfamily, Beta-expansins 43-166 553e-79
[+] Pollen_allerg_1 pfam01357 Pollen allergen; This family contains allergens lo! PI, Pl and Pill from Lolium perenne. 174-252 1.06e-25

SEQUENCES
Peptide
>EgrEXPB-05

MALLQSPSICFPLALLLSLLINSSHCFNPKSLNISKVQSNGDWSPAGATWY GSPDGAG
SDGGACGYGSGVDQAPFSSMVSAGGPSLFKSGKGCGACY KVKCTENAACSGKPVTV
VITDECPGGPCVAESAHFDLSGTAFGAMASSGKADELRNAGVLQIQYKKVKCKFPGV
EVAFHVDSGSNPYYFSALIEYANGDGELGSVKLKQALDSDSWHPMQQSWGAVWKL
DGAGQLRAPFSIKLTSLESGKTLVAKHVIPAGWQPGQTYRSVVNFAV*

CDS (coding sequence)
>EgrEXPB-05

ATGGCGCTTCTTCAATCTCCATCGATTTGCTTCCCTCTCGCCCTTCTCCTTTCTCTC
CTCATAAACTCGTCTCACTGCTTCAACCCCAAATCGCTTAACATCTCGAAAGTTCA
GTCCAACGGTGATTGGTCGCCGGCAGGTGCGACGTGGTACGGGAGTCCCGACGG
CGCTGGTAGCGATGGTGGCGCATGTGGGTATGGGAGTGGGGTCGACCAAGCTCC
ATTCTCTTCAATGGTGTCCGCAGGAGGGCCTTCTCTTTTCAAATCAGGCAAAGGA
TGTGGAGCTTGTTACAAGGTGAAATGCACTGAAAATGCGGCTTGTTCTGGGAAGC
CGGTGACGGTCGTTATAACTGATGAATGCCCTGGTGGCCCTTGTGTTGCTGAATCT
GCTCACTTCGATTTGAGCGGCACGGCTTTTGGAGCCATGGCGAGCTCTGGCAAGG
CCGATGAACTTCGCAACGCTGGGGTGCTGCAAATTCAATACAAAAAAGTAAAGT
GCAAGTTCCCCGGCGTGGAGGTGGCATTCCACGTTGACTCCGGCTCGAACCCCTA
CTATTTCTCTGCGCTAATTGAGTACGCGAATGGGGATGGCGAGCTCGGCTCCGTC
AAACTGAAGCAGGCTCTAGACTCTGACTCTTGGCATCCGATGCAACAGTCGTGGG
GCGCGGTTTGGAAGCTGGATGGCGCGGGCCAGCTGCGCGCTCCATTCTCGATCAA
GCTCACCTCTCTTGAGTCCGGTAAGACCCTGGTTGCCAAGCACGTGATCCCCGCT
GGGTGGCAGCCCGGACAGACGTACCGGTCCGTCGTCAACTTTGCTGTCTGA

Nucleotide
>EgrEXPB-05

ATGGCGCTTCTTCAATCTCCATCGATTTGCTTCCCTCTCGCCCTTCTCCTTTCTCTC
CTCATAAACTCGTCTCACTGCTTCAACCCCAAATCGCTTAACATCTCGAAAGTTCA
GTCCAACGGTGATTGGTCGCCGGCAGGTGCGACGTGGTACGGGAGTCCCGACGG
CGCTGGTAGCGATGGTAATGGAATGACATTATATTTTTATTTGGTCAATTCACCTG
GAGTAAAGATCTTTTTATGCAAGCGCCGTTGGTCTCATCACACGCCTTTCAGTAAT



TTTGACTTATCTAGTCTTTCGAGTATAAATCGGTTCGGACATATGAGTAGCTTAGG
TCAATCACCTAATCGTGTTTGATTTTGGCTTTGTACCAAACACATGTAGACTTAGA
GGTCAAACTGGAATCAAGTACAACGCTAGACAATACTACTCTAGTAATTACACAT
TTCACCTGATCTGCAAGTATACATATATATTTATACATACATATATAATATATTAT
ATATAATATGCTTTGTATGATATTTTGTACGTAGGTGGCGCATGTGGGTATGGGA
GTGGGGTCGACCAAGCTCCATTCTCTTCAATGGTGTCCGCAGGAGGGCCTTCTCTT
TTCAAATCAGGCAAAGGATGTGGAGCTTGTTACAAGGTTTCTCTCTTGCTAGAAA
AGTGTTTCTCGAATTATTTTTATATTCGCCGTCATCGGAGAAAATTTGCCACGGAC
AAAGTTAATATATGTTCACGAGATATGCTTTTCCTAAATTAACAATCGTGGAATA
GAATTGATGAAAACATCTACTGCGGCACGCTTTCTAGACTACCATTAAAAGAAGT
TTAAATTCTACGTATTTAAATAGATTATTTGACTCGGTACATATTGTCCTATTGAA
ACAGATTATTTAGTAGTAGTTAGGAAGTGCAGTCTTTTGAGCTCTTGCTGATTAAA
TTTCAGGTGAAATGCACTGAAAATGCGGCTTGTTCTGGGAAGCCGGTGACGGTCG
TTATAACTGATGAATGCCCTGGTGGCCCTTGTGTTGCTGAATCTGCTCACTTCGAT
TTGAGCGGCACGGCTTTTGGAGCCATGGCGAGCTCTGGCAAGGCCGATGAACTTC
GCAACGCTGGGGTGCTGCAAATTCAATACAAAAAGTCCGTACGGTTGATCCTTTC
TCTATGGATCCTTTCGAGTGAATTCCAATTTTAACAGACGCGCAGAGGGAAAAAA
GGAAGATAAAACGCATTGAAAAGTGCTTTAAATTAACGAGAAACTTTGCTTTCAC
CAGACTTATACTAATCAGCAAATAGTCTAACTTGCTTATTAAAAGTCTATTTATGT
GCACATATTTACAATGTCAATCAGAGTAAAGTGCAAGTTCCCCGGCGTGGAGGTG
GCATTCCACGTTGACTCCGGCTCGAACCCCTACTATTTCTCTGCGCTAATTGAGTA
CGCGAATGGGGATGGCGAGCTCGGCTCCGTCAAACTGAAGCAGGCTCTAGACTCT
GACTCTTGGCATCCGATGCAACAGTCGTGGGGCGCGGTTTGGAAGCTGGATGGCG
CGGGCCAGCTGCGCGCTCCATTCTCGATCAAGCTCACCTCTCTTGAGTCCGGTAA
GACCCTGGTTGCCAAGCACGTGATCCCCGCTGGGTGGCAGCCCGGACAGACGTAC
CGGTCCGTCGTCAACTTTGCTGTCTGAGGGTTGTGCGTGGTTTGCTTGGGAGACG
AAGAAATGGAGATTGATCGTCCGTGAATTTGGTTGTGTGCGTTTTATGTGATTGG
CAAAAATAAAATATAGG






