IDENTIFICATION

Species: Miscanthus sinensis
Locus: Misin12G002700

Gene Model: Misin12G002700.1.p
Description: McsEXPA-51
Family: Alpha Expansin

3D structure:

GENOME DATABASES
Phytozome: https://phytozome-next.jgi.doe.gov/info/Msinensis_v7_1
KEGG:-

EXTERNAL RESOURCES
https://grass-genome-hub.southgreen.fr/Genomeassembly/47213



https://phytozome-next.jgi.doe.gov/info/Msinensis_v7_1
https://grass-genome-hub.southgreen.fr/Genomeassembly/47213
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Legend:
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Query seq,
Superfanilies

PLN00193
+ Name Accession Deseription Interval  E-value
[+] PLN0D0193 super family cl33423 expansin-A; Provisional 13-234 2.08e-78
SEQUENCES
Peptide

>MCcsEXPA-51

RPSAPASRDAVVLALFVSPVRSGDWLPATATFYGGTDDSDTMGGACGYSDLYEQGY
NINNTALSTALFNGGASCGQCYPGNNWGVVSATKFCPPNWDLPAGGELLAGGWCG
PPRPHFDMSQPAWENIGIYSADIIPVLYQRVKCWKSGDVRFTIVGFNGFYMVLITNVA
GSGSIQSMIPMYWNWGANWHCLSGGLVGQSLSFVLVSTGGQILVFKDVGPEWWQF
GQTFTTYRNFDY*

CDS (coding sequence)
>McsEXPA-51

CGGCCGAGCGCTCCTGCCTCCCGTGACGCCGTCGTCCTTGCACTCTTCGTCTCGCC
GGTGAGATCCGGCGACTGGCTTCCGGCCACCGCCACGTTCTACGGCGGCACTGAT
GACTCCGACACAATGGGTGGCGCTTGCGGGTACAGCGATCTGTACGAGCAGGGC
TACAACATCAACAACACGGCGCTGAGCACGGCGCTCTTCAACGGCGGCGCATCGT
GCGGACAGTGCTACCCCGGCAACAACTGGGGCGTCGTCTCCGCCACCAAGTTCTG
CCCACCCAACTGGGACCTCCCCGCCGGCGGGGAGCTCCTTGCCGGCGGLCTGGTGC
GGCCCGCCCCGCCCCCACTTCGACATGTCCCAGCCCGCCTGGGAGAACATCGGCA
TCTATAGCGCCGACATCATCCCCGTCCTCTACCAGCGGGTCAAGTGCTGGAAGAG
CGGCGACGTGCGATTCACCATCGTCGGCTTCAACGGCTTCTACATGGTGCTCATC
ACCAACGTCGCTGGCAGCGGCTCCATCCAGAGCATGATCCCCATGTACTGGAACT
GGGGCGCCAACTGGCACTGCCTCTCCGGCGGGCTCGTCGGCCAGAGCCTCAGCTT
CGTGCTCGTCTCCACCGGCGGCCAGATCCTCGTCTTCAAGGATGTCGGGCCAGAG
TGGTGGCAGTTCGGACAAACCTTCACCACCTACCGGAATTTCGACTACTAA

Nucleotide
>McsEXPA-51

CGGCCGAGCGCTCCTGCCTCCCGTGACGCCGTCGTCCTTGCACTCTTCGTCTCGCC
GGTGAGATCCGGCGACTGGCTTCCGGCCACCGCCACGTTCTACGGCGGCACTGAT
GACTCCGACACAATGGGTGGGTAACCTATAGCTACCTTTGTCTTTTGTTGGGTCAT
GGGTGTGCAGACTTTGATCTGATCAACGAGCACGTACGTATGCAGGTGGCGCTTG
CGGGTACAGCGATCTGTACGAGCAGGGCTACAACATCAACAACACGGCGCTGAG

CACGGCGCTCTTCAACGGCGGCGCATCGTGCGGACAGTGCTACGTGATCATCTAC
GACAGCAGCAAGACCGGGTGATGCAAGCCCGGCAACAACTGGGGCGTCGTCTCC




GCCACCAAGTTCTGCCCACCCAACTGGGACCTCCCCGCCGGCGGGGAGCTCCTTG
CCGGCGGCTGGTGCGGCCCGCCCCGCCCCCACTTCGACATGTCCCAGCCCGCCTG
GGAGAACATCGGCATCTATAGCGCCGACATCATCCCCGTCCTCTACCAGCGGGTC
AAGTGCTGGAAGAGCGGCGACGTGCGATTCACCATCGTCGGCTTCAACGGCTTCT
ACATGGTGCTCATCACCAACGTCGCTGGCAGCGGCTCCATCCAGAGCATGGCGAT
GAAGGGCAGCAACACGCACTAGATCCCCATGTACTGGAACTGGGGCGCCAACTG
GCACTGCCTCTCCGGCGGGCTCGTCGGCCAGAGCCTCAGCTTCGTGCTCGTCTCC
ACCGGCGGCCAGATCCTCGTCTTCAAGGATGTCGGGCCAGAGTGGTGGCAGTTCG
GACAAACCTTCACCACCTACCGGAATTTCGACTACTAA





