
IDENTIFICATION 

Species: Kalanchoe laxiflora 

Locus: Kalax.0006s0284 

Gene Model: Kalax.0006s0284.1.p 

Description: KlEXPA-05 

Family: Alpha Expansin  

3D structure: 

 
GENOME DATABASES 

Phytozome: https://phytozome-next.jgi.doe.gov/info/KlaxifloraFTBG2000359A_v3_1   
KEGG:- 

EXTERNAL RESOURCES 

- 

https://phytozome-next.jgi.doe.gov/info/KlaxifloraFTBG2000359A_v3_1


GENE STRUCTURE 

 

DOMAIN ARCHITECTURE 

 

SEQUENCES 

Peptide 

>KlEXPA-05 

MDVSFRLVYIACVTLLLSVASISRARVPGSYEGGPWRKAHATFYGEMDATGTMGGA

CGYGNLYETGYGVNTAALSTALFNDGFSCGSCFEIQCVNEPNWAWCLPGKPSIFITAT

NFCPPNWSIPSDNGGWCNPPRPHFDLSVPMFTKLAQYRAGIVPINYRRVPCKKRGGIR

FTMNGNPWFNLVLVSNVAGAGDIISVSIRGSNTGWMKMEKNWGQNWQCGVTLVG

HSISFKVKTSDHRTSTSLNVVPASWKFGQSFTGRNFKTPRF* 

CDS (coding sequence) 

>KlEXPA-05 

ATGGATGTAAGCTTTAGACTCGTATACATTGCATGTGTGACTCTGCTACTGTCAGT

AGCGTCCATTTCCCGAGCTAGAGTCCCCGGTTCCTACGAGGGCGGCCCCTGGCGG

AAGGCCCACGCCACTTTTTACGGCGAAATGGACGCCACTGGAACCATGGGAGGC

GCATGTGGTTACGGGAACCTGTACGAAACCGGCTACGGCGTGAACACGGCTGCTC

TGAGCACGGCCCTGTTCAACGACGGCTTCAGCTGCGGCTCATGCTTTGAAATACA

GTGTGTCAACGAGCCTAACTGGGCGTGGTGCCTCCCTGGAAAGCCTTCCATCTTC

ATCACCGCCACCAACTTCTGCCCCCCGAACTGGTCCATCCCCAGCGATAACGGAG

GCTGGTGCAACCCTCCCCGCCCCCACTTCGACCTCTCCGTCCCCATGTTCACAAAG

CTCGCCCAGTACAGAGCCGGAATTGTCCCCATCAACTACCGCAGGGTGCCTTGCA

AGAAGCGGGGAGGGATCAGGTTCACGATGAACGGCAACCCGTGGTTCAACCTGG

TACTTGTTAGCAACGTGGCCGGCGCCGGGGATATAATCAGCGTGAGCATTAGGGG

ATCCAACACTGGGTGGATGAAGATGGAGAAGAACTGGGGGCAGAACTGGCAGTG

TGGTGTAACTCTGGTTGGACACTCAATCTCATTCAAAGTGAAAACCAGTGACCAT

AGGACCTCCACTTCTTTGAACGTCGTGCCCGCTAGCTGGAAGTTCGGCCAGTCAT

TCACTGGAAGGAACTTCAAGACCCCCCGATTTTAG 

Nucleotide 

>KlEXPA-05 

ATGGATGTAAGCTTTAGACTCGTATACATTGCATGTGTGACTCTGCTACTGTCAGT

AGCGTCCATTTCCCGAGCTAGAGTCCCCGGTTCCTACGAGGGCGGCCCCTGGCGG

AAGGCCCACGCCACTTTTTACGGCGAAATGGACGCCACTGGAACCATGGGTACA

ACAACCTGATGTCTTTTGCTTGCTTCGCTGTCGTATGTGGCTTGTTTGACTTTTTTT

CTTATAAAAATTTTGGATTGCACCAGGAGGCGCATGTGGTTACGGGAACCTGTAC



GAAACCGGCTACGGCGTGAACACGGCTGCTCTGAGCACGGCCCTGTTCAACGAC

GGCTTCAGCTGCGGCTCATGCTTTGAAATACAGTGTGTCAACGAGCCTAACTGGG

CGTGGTGCCTCCCTGGAAAGCCTTCCATCTTCATCACCGCCACCAACTTCTGCCCC

CCGAACTGGTCCATCCCCAGCGATAACGGAGGCTGGTGCAACCCTCCCCGCCCCC

ACTTCGACCTCTCCGTCCCCATGTTCACAAAGCTCGCCCAGTACAGAGCCGGAAT

TGTCCCCATCAACTACCGCAGGTATCACCTTCCTCTCATTGCTGCTCTGCTTCTTGT

TTGTGCTCTCTAATGAGTTTTTTTGCCTCTGAGAAACAAAATCATTTGGCCAATGC

TCCATGAAGCCATGATTTGTGACTCTACAAATGCCCATGAATGACAATTTAAATT

CCTAAACTTAATCATCCGATCTTAACTTTTCTGATTAAATTAGTCGCCAATAGTTA

AGAAGGTCTTGTCAAGTTTGGTAGCGGATATTGAAAGTGAGATAGGATTATTAAT

ACTAATGTAACATATTTGGTACGACTAAAGAATTAGTATTAATAATCTCAAGTAC

AAATTTTACCTTTGTGAATAAAGATATTATTTTTCTTGGTACTAATAATACGCTCT

CTACCTACCAAACGCAGATTAAGGGTCTTCTGGTGCTGTCTTAATTACATATGTGC

TGCATTGTTTTGGTTTGTTTTCTTTTTCCAATTTATTATAAATAAATAAAAAAAGC

GCAACAGGGGTATAATGGTAGTTTCGACATCAGTAGGTTAGTAGTACCTACCAGC

TGTGCTTACAGTATTTTCCGCTTGCATCGCTTCGCCAGCAACCTTCCCCTTCTTAA

CACTTACACAACTGTTTGAGGGGTGCAGGGTGCCTTGCAAGAAGCGGGGAGGGA

TCAGGTTCACGATGAACGGCAACCCGTGGTTCAACCTGGTACTTGTTAGCAACGT

GGCCGGCGCCGGGGATATAATCAGCGTGAGCATTAGGGGATCCAACACTGGGTG

GATGAAGATGGAGAAGAACTGGGGGCAGAACTGGCAGTGTGGTGTAACTCTGGT

TGGACACTCAATCTCATTCAAAGTGAAAACCAGTGACCATAGGACCTCCACTTCT

TTGAACGTCGTGCCCGCTAGCTGGAAGTTCGGCCAGTCATTCACTGGAAGGAACT

TCAAGACCCCCCGATTTTAG 




