IDENTIFICATION

Species: Miscanthus sinensis
Locus: Misin01G494700

Gene Model: Misin01G494700.1.p
Description: McsEXLA-02
Family: Expansin Like Alpha

3D structure:

GENOME DATABASES
Phytozome: https://phytozome-next.jgi.doe.gov/info/Msinensis_v7_1
KEGG:-

EXTERNAL RESOURCES
https://grass-genome-hub.southgreen.fr/Genomeassembly/47213
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Query seq.
Specific hits I Pollen_allerg 1
Superfanilies DPBB_R1pA_EXP_N-like superfamily Pollen_allerg_1 superfamily

Name Accession Description Interval E-value
[+ DPBB_EXLA_N cd22276 N-terminal double-psi beta-barrel fold domain of the expansin-like A subfamily; Expansin-like 26-150 2.36e-63
[+] Polien_allerg_1 pfam01357 Pollen allergen; This family contains allergens lol P1, Pl and PIll from Lolium perenne 169-231 6.16e-15

SEQUENCES
Peptide
>McsEXLA-02

MAVPAGLAASTTLPLLLLVWWLPLLASACDRCVRHSKAAYYTSSLTLAGGSCGYGT
EAASFSAGFLAAASPALYRAGIGCGACFQVRCKDKKLCAASGARVVVTDRARTNRT
DLVLSSTAFAAMALPGMAKRLAGFHSVDVEYKRVPCEYKHRNLSVRVEDKRRAPG
DLAIRFLYQGGQTDIVAVDVAQVGSSNWKFMTRDNGPAWSTSQAPPGPLQLRVVVT
GGYDGKWVWADREVLPRRWRAGEVYDTGVQITDIAQEGCFPCDTHEWE*

CDS (coding sequence)
>McsEXLA-02

ATGGCCGTCCCTGCCGGCCTCGCCGCCTCCACCACGCTCCCGCTGCTGCTCCTCGT
CTGGTGGCTCCCGCTCCTCGCGTCCGCCTGCGACCGCTGCGTGCGCCACTCCAAG
GCCGCCTACTACACCTCCTCGCTCACCCTCGCCGGCGGCTCCTGCGGGTACGGCA
CCGAGGCCGCCTCCTTCAGCGCCGGCTTCCTCGCCGCCGCCAGCCCCGCGCTGTA
CCGCGCCGGCATCGGCTGCGGCGCCTGCTTCCAGGTGCGGTGCAAGGACAAGAA
GCTCTGCGCCGCCTCGGGCGCCAGGGTGGTGGTCACCGACCGCGCCAGGACCAA
CCGCACCGACCTCGTGCTCAGCAGCACCGCGTTCGCGGCCATGGCGCTCCCLCGGC
ATGGCCAAGCGCCTCGCCGGCTTCCATTCCGTCGACGTCGAGTACAAGAGGGTGC
CGTGCGAGTACAAGCACAGGAACCTGTCGGTGAGGGTGGAGGACAAGCGCCGCLG
CCCCGGGCGACCTCGCCATCAGGTTCCTCTACCAGGGCGGCCAGACCGACATCGT
CGCCGTCGACGTCGCGCAGGTGGGTTCGTCCAACTGGAAGTTCATGACGCGCGAC
AACGGGCCGGCGTGGAGCACGAGCCAGGCGCCGCCGGGGCCGCTCCAGLCTCAGG
GTGGTGGTGACGGGCGGCTACGACGGCAAGTGGGTGTGGGCCGACCGCGAGGTG
CTGCCGCGGCGGTGGCGCGCCGGCGAGGTCTACGACACGGGCGTCCAGATCACT
GACATCGCCCAGGAGGGCTGCTTCCCCTGCGACACGCACGAGTGGGAGTGA

Nucleotide
>McsEXLA-02

GGTAGCTGAGCTGAGCAAGTGGAGCGTGGGGAGGACTTCTGCGCTGTTCGAGTG

ACTGTGGGTCGTGGCGGTGTATAAAAGCAGCCGTGAAGCACAAGCTCCCCCTCTC
TCCCTCGTCTCGCCTGAGCCAAAGGCCAAGCAAGCAACCATCAAGTCATCCATCG
GCCGAGACACGATGGCCGTCCCTGCCGGCCTCGCCGCCTCCACCACGLTCCCGCT



GCTGCTCCTCGTCTGGTGGCTCCCGCTCCTCGCGTCCGCCTGCGACCGCTGCGTGC
GCCACTCCAAGGCCGCCTACTACACCTCCTCGCTCACCCTCGCCGGTACACGACG
GCTCGATCGCTTCCTCTGCTTTCTTCTTCTCTAGCAATTCAGCATGGATTCTTATCG
CTTCGGATTGCTGCGGCATGACATGATGCAGGCGGCTCCTGCGGGTACGGCACCG
AGGCCGCCTCCTTCAGCGCCGGCTTCCTCGCCGCCGCCAGCCCCGCGCTGTACCG
CGCCGGCATCGGCTGCGGCGCCTGCTTCCAGGTACGGTACCTGCTACTGCTACCT
TCACCACCAATCACTCACCACCGTGCCGGCCCGGGCCGGCGACGATCGCGLTCTC
GATTCCCAGAGTCGCCTATATATTTATTTATTACCTGTGCCGGGATGTGCGTGTCC
CCTGATTCGGCTCGGCTCGGCGTGCCCCCACTGCGCGCAGGTGCGGTGCAAGGAC
AAGAAGCTCTGCGCCGCCTCGGGCGCCAGGGTGGTGGTCACCGACCGCGCCAGG
ACCAACCGCACCGACCTCGTGCTCAGCAGCACCGCGTTCGCGGCCATGGCGCTCC
CCGGCATGGCCAAGCGCCTCGCCGGCTTCCATTCCGTCGACGTCGAGTACAAGAG
GTAAAGAAAAAGGAAATAAACACCAATCGACCTGTTCGCTTGATCATTTCTTTAG
TTTATAAGTTTATAAGCCGACTGATGATATTTGTTGTGAGAGAAAAAAACTGATT
GATATGATCCGACGAACAGGGTGTAAACCAACCACACGTGTTTTTTCACCAACCG
TGCCATGCCTTTCATTTCATTCATATTCATCGTATACGGGTGACTAGTAGTAGTAG
TAGTATAGACTAGGACAGGAGGAAGAACAGTTGGGCGGTTGGCTGCCGCCATAA
ACTCTTCCTTGAATGAGCCCTTGTTTAGTTGTTACCCAATTTTCAAAAAGTTGCTA
TAGTATCTGTCACATCGAATGTTTGCGGCCCATGCATGGAGCATTAAATGTAGAC
GAAAAGAAAAACTAATTGCACAGTTTGGTGGGAAATTGCGAGACGAACGTTTTA
AGCCTAATTAGTCAATATTTGGATACTATTTGTCAAATAAAAACGAAGGTGCTAC
AGTAGACCCAAAATCCAAATTTCGCGAACTAAACAAGGGCTGAATTGCGAATGG
AATGGCTGAGTTTTGTCAGCGCCGCGCATGTGCAGGGTGCCGTGCGAGTACAAGC
ACAGGAACCTGTCGGTGAGGGTGGAGGACAAGCGCCGCGCCCCGGGCGACCTCG
CCATCAGGTTCCTCTACCAGGGCGGCCAGACCGACATCGTCGCCGTCGACGTCGC
GCAGGTACGGTACACACAGCCGGTCGAGATTGCTTCCACCGTTCTCTGGATTAAT
TTGAGACGTGTTTGGAAAGGAAAATCGGGTCTGAATGAATTGGATTGAAATAAC
GGAGCTTTTGAAAAACGTGCAGGTGGGTTCGTCCAACTGGAAGTTCATGACGCGC
GACAACGGGCCGGCGTGGAGCACGAGCCAGGCGCCGCCGGGGCCGCTCCAGCTC
AGGGTGGTGGTGACGGGCGGCTACGACGGCAAGTGGGTGTGGGCCGACCGCGAG
GTGCTGCCGCGGCGGTGGCGCGCCGGCGAGGTCTACGACACGGGCGTCCAGATC
ACTGACATCGCCCAGGAGGGCTGCTTCCCCTGCGACACGCACGAGTGGGAGTGA
CGGCGGCTGAAGCAGAAGCTGAAGCTGCCCTTGCCCCTTGGCATGGCTGGCCCTC
AACTCAACTGAAGGAGCCTGTAGAATCGCTCTAGCCCCTCCGTGCCACTGCCTTT
TTGGCTGGGCTTTGGTCACCGGAGGACTAGAGAGAGAGAGAGAGAGAGAGACTG
CTGACAGACGCTGACTGAGTGACACGCGAGCGAGAGGAGAGTCCGAGTCCCCTC
TCCCTCCCCTCCCCTCCCCTGTACATGAGCTGCTGATGTGTCAGATAGCAGTAGTA
GCGTCCCGGCGGAGGCCGGAAAGAATAATAATGAAACGAACGAAAAGAACGGC
CGCCTTGAGCGAGCGTGAAGCAACAAGCAACTCCGCCGCCGGCCATGGCCGATTT
TGAACCTGTTTAGTGATCACATGGCTCGTCTCGTCGTCGTTGCTTCTGCCAACGTA
GTACTTCTCGCCTGTCTGTCTTTCTGTCTCCTGCCTCGTTTGAGCTGTCTGTAATGT
ACAGAACAGAACGCTTTGGTGGACCAGCAGCGAGTACAACATT





