
IDENTIFICATION 

Species: Chenopodium quinoa 

Locus: AUR62018284 

Gene Model: AUR62018284 

Description: CqEXPA-31 

Family: Alpha Expansin  

3D structure: 

 
GENOME DATABASES 

Phytozome: https://phytozome-next.jgi.doe.gov/info/Cquinoa_v1_0  

KEGG: https://www.genome.jp/entry/T05764  

EXTERNAL RESOURCES 

https://www.cbrc.kaust.edu.sa/chenopodiumdb/  

http://quinoa.kazusa.or.jp/index.html  

https://phytozome-next.jgi.doe.gov/info/Cquinoa_v1_0
https://www.genome.jp/entry/T05764
https://www.cbrc.kaust.edu.sa/chenopodiumdb/
http://quinoa.kazusa.or.jp/index.html


GENE STRUCTURE 

 

DOMAIN ARCHITECTURE 

 

SEQUENCES 

Peptide 

>CqEXPA-31 

MKMNKPALAFSIVFLGLCILNINVDAFVASGWQKAHATFYGGSDASGTMGGACGYG

NLYSTGYGTSTAALSTALFNNGAACGQCYRIMCDYNTDPTWCRKGASVTITATNFCP

PNYALPNNAGGWCNPPRQHFDMAQPIWEKIGIYRGGIIPVIFQRVPCMKQGGVRFTIN

GRDYFELVLISNVGGAGSIQSVSIKGTKTNWMAMSRNWGANWQSLAYLNGQSLSFR

VTTTDGQTQTFNNVIPANWRFGQTFSSLVQFK* 

CDS (coding sequence) 

>CqEXPA-31 

ATGAAAATGAACAAACCCGCCTTAGCCTTTTCTATTGTTTTTCTAGGATTATGTAT

CCTAAATATTAATGTTGATGCTTTTGTGGCTTCTGGATGGCAAAAGGCTCATGCCA

CTTTCTACGGTGGCAGTGATGCTTCTGGAACTATGGGAGGAGCATGTGGGTACGG

CAACTTGTACTCCACTGGCTATGGGACAAGCACCGCAGCTCTAAGTACTGCATTG

TTCAACAATGGTGCGGCATGTGGGCAATGCTACAGAATCATGTGTGACTATAACA

CGGATCCAACATGGTGTAGGAAGGGAGCTTCGGTAACTATTACTGCAACTAACTT

CTGCCCTCCAAACTATGCATTGCCAAACAATGCCGGAGGTTGGTGTAACCCTCCT

CGCCAACACTTTGACATGGCGCAACCTATCTGGGAGAAGATTGGCATTTACAGAG

GCGGAATCATTCCTGTCATCTTCCAAAGGGTTCCATGTATGAAGCAAGGAGGAGT

CAGATTTACTATCAATGGAAGGGACTACTTTGAGCTTGTATTGATCAGCAACGTA

GGTGGAGCAGGATCAATCCAATCTGTTTCGATCAAGGGAACGAAAACTAACTGG

ATGGCGATGTCTAGAAATTGGGGGGCTAACTGGCAGTCATTGGCATACCTTAATG

GACAATCTTTGTCCTTCAGAGTCACTACTACTGATGGCCAAACACAAACTTTTAA

CAATGTGATTCCTGCTAATTGGAGATTTGGTCAGACGTTTTCGAGTCTTGTACAGT

TCAAGTAA 

Nucleotide 

>CqEXPA-31 

ATAAAAGGGAGCATTACTCCCAACATTTACTTTAGCAAATACAACATCCTTTTTTC

CATAAATTATTCTTTCTAAAATTAGCTAAATCCTCTCCATTCCTCTGTTTTTGAGTT

AGAAACATGAAAATGAACAAACCCGCCTTAGCCTTTTCTATTGTTTTTCTAGGATT

ATGTATCCTAAATATTAATGTTGATGCTTTTGTGGCTTCTGGATGGCAAAAGGCTC



ATGCCACTTTCTACGGTGGCAGTGATGCTTCTGGAACTATGGGTATGTCAAGTTAT

TTTTCATTTAAATTTATTTTGATTCACAAATCATTCAATTCTACCAATAATAAGTTT

ATATGTTTAGCATGACATAACGAATCGAAGAATCATAGGACTGAATCTTAACAAA

TTATCATTGATTTGCAGGAGGAGCATGTGGGTACGGCAACTTGTACTCCACTGGC

TATGGGACAAGCACCGCAGCTCTAAGTACTGCATTGTTCAACAATGGTGCGGCAT

GTGGGCAATGCTACAGAATCATGTGTGACTATAACACGGATCCAACATGGTGTAG

GAAGGGAGCTTCGGTAACTATTACTGCAACTAACTTCTGCCCTCCAAACTATGCA

TTGCCAAACAATGCCGGAGGTTGGTGTAACCCTCCTCGCCAACACTTTGACATGG

CGCAACCTATCTGGGAGAAGATTGGCATTTACAGAGGCGGAATCATTCCTGTCAT

CTTCCAAAGGTAATTAAAAACATCTGGCCTTAGACAACTTGAAACATAATTGTAC

ATTGAAAAGTCTGATCTTGTATAATTATATGTTCAACTGTAGTAAATGTACATATA

TTAAATTATTTTTCATTTTGTTACAGGGTTCCATGTATGAAGCAAGGAGGAGTCAG

ATTTACTATCAATGGAAGGGACTACTTTGAGCTTGTATTGATCAGCAACGTAGGT

GGAGCAGGATCAATCCAATCTGTTTCGATCAAGGGAACGAAAACTAACTGGATG

GCGATGTCTAGAAATTGGGGGGCTAACTGGCAGTCATTGGCATACCTTAATGGAC

AATCTTTGTCCTTCAGAGTCACTACTACTGATGGCCAAACACAAACTTTTAACAAT

GTGATTCCTGCTAATTGGAGATTTGGTCAGACGTTTTCGAGTCTTGTACAGTTCAA

GTAAGCCATGGATGCGCGCTTGCAGTGTGTGTGGGGGTGTAAGCCATGGAATCCT

TGATAGGCAGAGGCATGCTCATAGCGTTTTATTCAATGAAGCAGCCCGCCAATTT

ATCATTGTTTTATATTAAGTGACTTTATTAATCAAGCAACTAATCTTTTTTGTGTTG

CTTTCATTTTATACTACATGTGTGTCACCTATAATTTCTCAATAGGTTTGTTTTGAG

TGATTGTCTTACAAATTTGGAAAATTACACTTTAATAATTCCAACTAATGCCGATT

TACCTACAATA 


