IDENTIFICATION

Species: Panicum hallii HAL

Locus: PhHAL.2G369000

Gene Model: PhHAL.2G369000.1.p
Description: PhhEXLB-01

Family: Expansin Like Beta

3D structure:

GENOME DATABASES
Phytozome: https://phytozome-next.jgi.doe.gov/info/PhalliiHAL _v2_1
KEGG:-

EXTERNAL RESOURCES
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Superfanilies PLNO3023

. Name Accession Description Interval E-value
[+ PLN03023 super family ci33621 Expansin-like B1; Provisional 57-298 8.68e-77
SEQUENCES

Peptide

>PhhEXLB-01

MEQGRFAPIPFNILLAGKHLAFPKGMDILEDLLSSSFSSLNWMQMPRLSCSMPDSDCN
FCGSQLLTWLDANFTVSKAVYYPNSDTKGTETGACEYGAFGATLNNGDVSASASLY
RNGVGCGACYQVRCTNPYYCSPSGVTIVITDSGASDGTDFILSQHALAGMGQNKDA
GATLLNLGYVGIEYRRVPCIYPGKNIIFKITESSHFPY YFEFEIWYQQGNQDIIAVQLCE
IVNLTCQLLSRTHGAVWAAVSPPSGPLSIRMLFSSGAPHGGSQKWLVPTSIIPQNWTA
GATYDSGVQVQLQ*

CDS (coding sequence)
>PhhEXLB-01

ATGGAACAGGGACGGTTTGCGCCTATTCCTTTCAACATCTTGTTGGCAGGAAAGC
ACTTAGCCTTCCCGAAAGGGATGGATATCCTGGAAGATTTGCTGTCTAGTTCCTTC
AGTTCTCTGAACTGGATGCAGATGCCAAGGTTGAGCTGCAGCATGCCTGACTCTG
ACTGCAATTTTTGTGGCAGTCAACTTCTTACGTGGTTGGATGCAAACTTCACGGTG
TCGAAAGCAGTATACTACCCCAACTCTGATACAAAAGGGACCGAAACTGGAGCA
TGTGAATATGGCGCATTTGGGGCAACACTCAATAATGGCGATGTTTCAGCATCAG
CAAGTCTCTACAGGAATGGGGTAGGCTGTGGTGCATGCTACCAGGTTAGGTGCAC
AAATCCTTACTACTGCTCCCCAAGTGGTGTGACAATTGTGATCACAGACTCTGGG
GCAAGCGACGGGACCGACTTCATCCTGAGCCAGCACGCATTGGCTGGTATGGGG
CAGAACAAGGACGCTGGTGCAACACTGCTGAACCTTGGTTATGTTGGAATTGAGT
ACAGGAGGGTTCCTTGTATCTACCCAGGCAAGAATATTATATTCAAGATTACTGA
GAGCAGCCATTTCCCCTACTATTTTGAATTTGAAATCTGGTATCAACAAGGCAAC
CAGGATATCATTGCAGTCCAGCTATGCGAGATTGTAAACCTGACATGCCAGCTTC
TGAGCCGAACTCATGGTGCAGTATGGGCTGCTGTCTCCCCACCAAGTGGCCCTCT
GTCCATAAGGATGCTATTTAGCAGCGGAGCTCCACATGGTGGCAGCCAGAAATG
GCTAGTTCCCACAAGCATAATACCACAGAACTGGACAGCAGGGGCCACGTATGA
TTCTGGGGTCCAGGTGCAGCTGCAGTAG

Nucleotide
>PhhEXLB-01

GCCTGTAGCCGTCCAGTTCATGGAACAGGTAATTCCTTGGAACACGCTACTTTCC
CTCTCAAGATAGGAACCGTACCAGGTCTGCACTATAAAGGGTAAGGCAAACCGT



GCTGTTACTGTTTCTTGTCTCTGTCACTCTGCACACATTGCCATTTGGCTCCGGTGT
GGCTGAGTTTTAGTTAGTGCTATCCATGTCAGCTATGATGCGATGTTGGTGAAGA
TAGCTTGTGGTTCAATGGAGAATTCTTTTTGGTTGCGTGGTCTATCGTAGCAGTCA
GCCTGGTTTCATCTCGCCTACCTTAGTTGATCATATCATCAATTCATCAGACCATT
GACGTGCACATGTCAAAATTGGGATCTGGTCCATCCATGGTTTTCACCCGAACAT
GGGTTATCCTGTAGATTCGTAGGGTTGGGGCTTATGCTGTTGAAGTGCTAAGATTT
TCAAGTCAGTTGGTTTAAGCTTTGATCTTAATTGTTTTCCTCATTCCGCTTTGTTTT
CTTTGGGGAGAGGGCAATATCATTTAAAGTTGCATGATATTACTTGCCAATTGAC
TCTGCAGGGACGGTTTGCGCCTATTCCTTTCAACATCTTGTTGGCAGGAAAGCACT
TAGCCTTCCCGAAAGGGATGGATATCCTGGAAGATTTGCTGTCTAGTTCCTTCAGT
TCTCTGAACTGGGTCAACGTTCTTGCTCTGTGTAAAGCATTTTCTTATTGAAATAT
TCTGTGTAAAGCATCTCACGTCTCTTTATCCACGTCTCGTCCTCCGTCCCTTGTTTT
TTTCCCCGCAGATGCAGATGCCAAGGTTGAGCTGCAGCATGCCTGACTCTGACTG
CAATTTTTGTGGCAGTCAACTTCTTACGTGGTTGGGTAATGCTCGTTAGTTCGGTT
GCTAGTTCATTTCATTTGCTTATTTATGCTGCTAAGAGATTTTTACTTGATGCGAT
GCTCAGAATCGCCACGACAATGGTGATATGCTCTTAATTTAGTTTATAACACCAA
CAACAATCTTTTTCTGATGACAATTCGAAAAAAAAATACTTGATTTTTTATTCTGG
ACCCCTGTCGTGTCCTAAAAATGGGCCGTAGGAAATATCCTGCTGTATGTAAAAG
TTTTCTTTACCAGTTGTAGAAGTCAAATTCCAAAACCAAACTCTCCAAACATGGC
AAGAAATTTTCTAAAACAGCCTCCAAAAAGCTCCTACTCTTACAGGAAGAAATGA
AGAAAGGATTTACAAGAACTCAGGCATGTGTACACCCAGAAGCATATTCAACAA
CGGCATTGCCGTCCCCATCCATTCAAAACCAAACCAGCTCGTAACTCGTGAGCAA
AGGGGAGCACCTCAAGTTGAACACTATAAATATATGGCTCCGTCTCTCATCTTAT
ATATGTACAATATAATCTTCGTAAGCCTTGTTGTTCGTTGCTGTACCATCGATGGC
TTTTCCCCTCCGTTGCCTCCCAGCTTTGCTTTATCTATCTGTGCTCATCTCCAAGGC
TACTGCAGATGCAAACTTCACGGTGTCGAAAGCAGTATACTACCCCAACTCTGAT
ACAAAAGGGACCGAAAGTAAGTAACATGTGCTAACAAAGAAAGAAGTATACTAA
TGATAAAAGTTTGCTATGTTACTAGGCTTGTGCGTAAATATCTAAGTAAACCATA
CATTATCAAAGGACAATTGTGTTTCTAACAAAGACTTTTTTAGCTGGAGCATGTG
AATATGGCGCATTTGGGGCAACACTCAATAATGGCGATGTTTCAGCATCAGCAAG
TCTCTACAGGAATGGGGTAGGCTGTGGTGCATGCTACCAGGTAAATTCATCTCTG
CTGGTAGTAGTTGTGTAAACAATGAAACATAACTGCTCGCACTAAAATTGTTTGC
GACTGCCAACAGGTTAGGTGCACAAATCCTTACTACTGCTCCCCAAGTGGTGTGA
CAATTGTGATCACAGACTCTGGGGCAAGCGACGGGACCGACTTCATCCTGAGCCA
GCACGCATTGGCTGGTATGGGGCAGAACAAGGACGCTGGTGCAACACTGCTGAA
CCTTGGTTATGTTGGAATTGAGTACAGGAGGTGCATGCATAGTAAACATGGCTAA
AGCTCTATACTTGAACAATATACCTAATTGCTTTCTTTGCACGGCAAAGAAGCTG
AAAACTACAACACAACTGATCTTGCATAATGAGTTAATGACATGAAAGGTTGAA
ATTTGTATGGTTTCTCTCAACTTCAGGGTTCCTTGTATCTACCCAGGCAAGAATAT
TATATTCAAGATTACTGAGAGCAGCCATTTCCCCTACTATTTTGAATTTGAAATCT
GGTATCAACAAGGCAACCAGGATATCATTGCAGTCCAGCTATGCGAGGTAAACA
CTAAAGCACATCATGTAGAAAAAGACAGTAAATTTTATGAATATTCAGAAAGACT
TTAAATATACAGGAATGTAAATTGAAATTCCTAGTCCTAAATACCTGTTCATGGC
TGAATGCAGATTGTAAACCTGACATGCCAGCTTCTGAGCCGAACTCATGGTGCAG
TATGGGCTGCTGTCTCCCCACCAAGTGGCCCTCTGTCCATAAGGATGCTATTTAGC
AGCGGAGCTCCACATGGTGGCAGCCAGAAATGGCTAGTTCCCACAAGCATAATA
CCACAGAACTGGACAGCAGGGGCCACGTATGATTCTGGGGTCCAGGTGCAGCTG




CAGTAGCTATGATCGAATATGCAACGGGATTATATAGCTAGTATGATGATTGATT
GTTCCCTTGCCTTCTAATCATGTATACTCTTGCAGCATATTTATTGTAATTTCTGAA
GATTTTGATGCCTATATATCAATAATTTTTCATGGAAGAATATGCAATGTACAAA
GTTTTCCGAACAATTGACAAAGCTCTGTTAGCACTTCAAATAGATCTGGAGCCA





