IDENTIFICATION

Species: Kalanchoe laxiflora
Locus: Kalax.1017s0004

Gene Model: Kalax.1017s0004.1.p
Description: KIEXPA-52

Family: Alpha Expansin

3D structure:

GENOME DATABASES
Phytozome: https://phytozome-next.jgi.doe.gov/info/KlaxifloraFTBG2000359A_v3_ 1
KEGG:-
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+ Name Accession Description Interval E-value
[+] PLND0193 super family cl33423 expansin-A; Provisional 22-237 154e-146

SEQUENCES
Peptide
>KIEXPA-52

MGGASVIFVGVCCCLLVMVCCNVNAFAPSGWTKAHATFYGGSDASGTMGGACGY
GNLYSTGYGTRTAALSTALFNDGASCGQFTVTATNFCPPNFAQANDNGGWCNPPLE
HFDMAQPAWEKIGIYRGGIVPVMYQRVPCKKHGGVRFTINGRDYFELVLITNVAGSG
SIQSVSVKGSRTSWMAMSRNWGVNWQSNAYLNGQSLSFQVTTTDGETRVFPDVIPS
GWSFGQSYASHVQF*

CDS (coding sequence)
>KIEXPA-52

ATGGGAGGAGCATCCGTAATCTTTGTCGGAGTCTGCTGCTGCTTACTGGTGATGG
TATGTTGCAATGTCAATGCATTTGCTCCTTCTGGTTGGACCAAGGCTCATGCCACT
TTCTATGGCGGCAGTGACGCATCTGGAACAATGGGTGGGGCTTGTGGATATGGGA
ATCTGTACTCAACAGGGTATGGGACAAGGACAGCGGCTCTGAGCACGGCGCTGTT
CAACGATGGAGCCTCGTGCGGGCAATTCACGGTCACAGCAACCAACTTCTGTCCA
CCCAACTTTGCTCAAGCTAATGACAATGGCGGGTGGTGCAACCCGCCCCTGGAGC
ATTTTGATATGGCCCAACCAGCTTGGGAGAAGATCGGTATCTACAGAGGAGGCAT
TGTCCCAGTCATGTATCAAAGGGTGCCATGTAAGAAACATGGGGGAGTGAGGTTC
ACAATCAATGGAAGAGACTACTTTGAGCTTGTGCTGATAACCAATGTGGCTGGAA
GTGGATCCATTCAATCTGTGTCAGTCAAAGGCTCCAGAACTAGCTGGATGGCCAT
GTCAAGGAACTGGGGTGTCAACTGGCAGTCAAATGCATATCTCAACGGCCAGTCC
CTGTCGTTCCAAGTCACAACTACAGATGGAGAGACCAGAGTTTTCCCTGATGTGA
TTCCATCAGGCTGGAGTTTTGGGCAGAGCTATGCCAGCCATGTTCAATTCTAA

Nucleotide
>SKIEXPA-52

AAGAGAGCATGTGAGGTGTTGATGGAGTCACACCCAGTAGAACATGGGAATAAT
TGAATGGCGCCAACTAACTCCTCCAGAGATAATGAAATTCATAATCTAAGATTGA
AAAAAAAAGAAAAAAAGAAAGAGACTGCTGTTGCTTGACAGAGAGGTCGCATGT
GAGTCTCTGCTATCTGTCTCTCCTTATTTAACTCAGCCAGCCACTAATATTATTAT
GCTCACAACCCCAGCCCAATCAAGCCACCCTCCCTCTCTCTCCCTCTCTGATTTGC
TTCATTAATTCTTCCGATTCCCGGTCTTGGAAAATGGGAGGAGCATCCGTAATCTT
TGTCGGAGTCTGCTGCTGCTTACTGGTGATGGTATGTTGCAATGTCAATGCATTTG



CTCCTTCTGGTTGGACCAAGGCTCATGCCACTTTCTATGGCGGCAGTGACGCATCT
GGAACAATGGGTACTAATTCTTACAGTACATTATTTGCTTGATGAATATGTTTTCT
CAAGTGCTCGCTCTTACATTGTATGCTTCTTCTGTTAGCTTCATGTACCTCTTCTCG
CCGGTCACAACTTCAGATCTAACAAAACTACTATGGGTTCCTTCTTGTAATGTAG
GTGAAATCGTAAGAGAATGATATGTTTTGTTTCAAAATCATATGCAGGTGGGGCT
TGTGGATATGGGAATCTGTACTCAACAGGGTATGGGACAAGGACAGCGGCTCTG
AGCACGGCGCTGTTCAACGATGGAGCCTCGTGCGGGCAATGTTACAAGATCATTT
NNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNN
NNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNGGTG
TATCAAGGGGGTTTCAGTCACGGTCACAGCAACCAACTTCTGTCCACCCAACTTT
GCTCAAGCTAATGACAATGGCGGGTGGTGCAACCCGCCCCTGGAGCATTTTGATA
TGGCCCAACCAGCTTGGGAGAAGATCGGTATCTACAGAGGAGGCATTGTCCCAGT
CATGTATCAAAGGTACATTCACGACTCCCAATAAAGAATGTAATAATACCCAAGG
CCTGCAGAAATGAATGAGACATGTTTGGTGCGCAGGGTGCCATGTAAGAAACAT
GGGGGAGTGAGGTTCACAATCAATGGAAGAGACTACTTTGAGCTTGTGCTGATAA
CCAATGTGGCTGGAAGTGGATCCATTCAATCTGTGTCAGTCAAAGGCTCCAGAAC
TAGCTGGATGGCCATGTCAAGGAACTGGGGTGTCAACTGGCAGTCAAATGCATAT
CTCAACGGCCAGTCCCTGTCGTTCCAAGTCACAACTACAGATGGAGAGACCAGAG
TTTTCCCTGATGTGATTCCATCAGGCTGGAGTTTTGGGCAGAGCTATGCCAGCCAT
GTTCAATTCTAAGCTGTTGCCCCTCCCGGGTTCTGAGCTTATATTCGCAAGAGGCG
TGCTTCGGCGTTATCATAGCTTTAAAGCAGCCCGCGACGAGTGAGTTCTTTATTGA
GGCCAAACGAGTCATGATTCCGCAAGGGATAACCAATTTAGATTTATAAAAGCTT
GTTATTCGAAGAGGAATGCAGCCTTTGTACTACTATCTGATTAGCTGGCAGTCTTG
CAAACAAGTTTCCCATCAATAAATTTATAAAAATGCATGCTGGAATTTCCACACT
GATATTGATCTGAAAAAGAATAACGTAAGTTATCTAACCGCAGGTCCACAAAAA
AAATGGTAAAAAGATTCTAGTCTGAAATACATGAAACAACCATGTGATATCTAGC
AACAACATTATAAACATGACAAAAATTGATGGTTTTATGCAAGAACAACACACCC
AAAGTTTGAATTTTCCTCCACTTGGCTGTCCTACATTGCTGCATTAAATTTCCGGG
AATTCATTAACCAGAGAAACAACCTAAGTTTATCAAACTTTATTCCCTAGTAATC
AAGCAATTCATTAAACAAGGGTACTAGGAATGACATGAAATCTAAAACAACCAC
AAACATGGCACATGGAAACAAATATAAAAAACATCATTACCAGAGAAATCCTGT
TGTTCCAGCCATGTTGAATGTCTTACAATAATATCAAAGTATTAACCCCAACCTGT
GAAACAGAACAACATTTTGAAACAAAAACAACAAATCCAGAAATCACAAAAACG
TAACATAAAATCACAGCCGAGCTAAGAAAGCAACAACCTTTCATAAATCATGTTC
AAAAATCATCGCCTCAGATGGTAGAAGAACGAAAAAAATAACTAAAAGAAACAG
ATCAGTGATT






