IDENTIFICATION

Species: Sorghum bicolor Rio
Locus: SbRi0.01G293000

Gene Model: SbRi0.01G293000.2.p
Description: SbrEXPB-05

Family: Beta Expansin

3D structure:

GENOME DATABASES
Phytozome: https://phytozome-next.jgi.doe.gov/info/SbicolorRio_v2_1
KEGG:-

EXTERNAL RESOURCES
https://www.sorghumbase.org/post/sorghum-bicolor-rio
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GENE STRUCTURE
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» | Pollen_allerg_1
Superfanilies DPBB_R1pA_EXP_N-like superfamily Pollen_allerg_1 superfamily

List of domain hits e
Name Accession Description Interval E-value

[+ DPBB_EXPB_N cd22275 N-terminal double-psi beta-barrel fold domain of the beta-expansin subfamily; Beta-expansins 44-165 2.28e-84

[+ Pollen_allerg_1 pfam01357 Pollen allergen; This family contains allergens lol PI, Pll and Pill from Lolium perenne. 173-249 2.64e-30

>SbrEXPB-05

MATLSSTVVALALGALLFLLLATCGSCAIPASFNVSDFTADPNWEAARATWYGAPTG
AGPDDNGGACGFKNVNLPPFSAMTSCGNEPLFKDGKGCGSCYQIRCQQHPACSGNP
ETVIITDMNYYPVAKYHFDLSGTAFGAMAKPGRNDELRHAGIIDIQFKRVPCYYPGQ
KVTFHVEVGSNPVYFAVLVEFEDGDGDVVQVDLMEANSGSWTPMRESWGSIWRLD
SDHRLTAPFSLRITNESGKTLVANQVIPANWTPNTYYRSMVQYNWLSAAAHHNNSV
SSHHNNSVSLWLISLVLVSYCCMGPSH*

CDS (coding sequence)
>ShrEXPB-05

ATGGCCACCTTGTCCTCCACAGTAGTTGCACTTGCACTTGGTGCACTTCTCTTCTT
GCTCCTTGCAACGTGTGGCTCATGCGCGATACCGGCGAGCTTTAACGTCTCTGAC
TTCACCGCCGATCCCAACTGGGAGGCTGCCAGGGCCACCTGGTACGGTGCACCCA
CCGGTGCCGGCCCTGATGACAACGGTGGTGCCTGTGGATTCAAGAACGTGAACCT
GCCGCCGTTCTCGGCAATGACATCGTGCGGCAACGAGCCCCTGTTCAAGGACGGC
AAGGGCTGCGGCTCCTGCTACCAGATACGATGCCAACAGCACCCTGCCTGCTCCG
GCAACCCAGAGACGGTGATCATCACTGACATGAACTACTACCCCGTGGCCAAGTA
CCACTTCGACCTCAGCGGCACGGCGTTCGGCGCCATGGCCAAGCCCGGCCGCAAC
GACGAGCTCCGCCACGCTGGCATCATCGACATCCAGTTCAAGAGGGTGCCCTGCT
ACTACCCCGGGCAGAAGGTGACTTTCCACGTCGAGGTGGGCTCCAACCCCGTCTA
CTTCGCCGTGCTCGTCGAGTTCGAGGACGGCGACGGCGACGTGGTGCAGGTGGAC
CTCATGGAGGCGAACTCTGGGTCGTGGACACCGATGCGCGAGTCCTGGGGATCCA
TCTGGAGGCTGGACTCTGACCACCGCCTCACCGCGCCGTTCTCCCTGCGCATTACC
AACGAGTCCGGCAAGACGCTGGTGGCGAACCAAGTCATCCCGGCCAACTGGACG
CCCAACACCTACTACCGTTCCATGGTCCAGTATAATTGGCTCTCTGCTGCTGCGCA
CCACAATAATTCTGTGTCATCGCACCACAATAATTCTGTGTCATTGTGGTTGATTA
GTTTGGTACTAGTATCGTATTGCTGCATGGGACCGAGCCATTGA

Nucleotide

>SbrEXPB-05



CTACTTCATCTTCTTCCTGGTGGACGTTCGTGGGACTGCACTGCGAACATCTATCT
ACATCGACTGAGGTCCACTACTTCAAGCAACACACTATGTCGACTAGTGTGAATG
GAGCCGCCGGTGCCTTCGGCACTGGTCCCTCCTCGGGGTACAATCTTAAACGATT
GTTTTTCATTTTCAGTATGTCTGTTGTAGTTGCAGTAGTTTTTGCAATGTTTATCTC
TAATCTGAGTAGTGATAAAATTACACACGTGCATATATATGCCACCACTGTATTA
TACGTAATTTTCTGGATTAAATCAAACATTAAAATGTCTAATTTTCTAACACATGC
ACCGTGGCTGCACGGCACCGGCCCGCGGCAGGTTTCGAATTTCATATTCAATTTG
TTAGGCATAACAATTTGTCCCTAAATTACTTAGTCTAGTCTCTTGATTTCATTTTA
GGTCCCAAGTATGAAGAGAGAAAATAGTGGTACACTGGTACTATAGATTTGAGA
ACTTTCTTGCAAAGGGAAGAAGCAGTCACAAAATGAGTTTGAGCAAGAGGGAGT
TATATGCTCAGTTTATGCCAAAATTCTTGAATATATCAAATCATAGTCAATTATGT
GTTATATATTTCTTATATATACTATGTGGCATTATATATACATGTCAAATATTTGC
CTTTTGGTTTGGTTTACATTTTGAATACCCAGCTACAAAATCCTGTGCCCGCTACT
GATAAATACCACTGCAAGTGCAAGGTTGCTCTTCCTCGACCATCGAGACACACAG
AACTTCTCCTGCATGCCTACTAATAGCTCTAATAGCTCATATAGCTGCCCTCTCAA
GTACTATGATGGGCTGATGGCCACCTTGTCCTCCACAGTAGTTGCACTTGCACTTG
GTGCACTTCTCTTCTTGCTCCTTGCAACGTGTGGCTCATGCGCGATACCGGCGAGC
TTTAACGTCTCTGACTTCACCGCCGATCCCAACTGGGAGGCTGCCAGGGCCACCT
GGTACGGTGCACCCACCGGTGCCGGCCCTGATGACAACGGTACGTATACATGATC
ACGCCGGTGCATACATGCATGGTCTCATTGTGCTTGCAGTGCATAGCGTTTTTTTG
AACCAAGTCCGTCTGAACTACAGTGCGCCGCCGTTCTGCATGCAGGTGGTGCCTG
TGGATTCAAGAACGTGAACCTGCCGCCGTTCTCGGCAATGACATCGTGCGGCAAC
GAGCCCCTGTTCAAGGACGGCAAGGGCTGCGGCTCCTGCTACCAGGTACTCTACT
TTGCTAGATTGATTGGTCAGACAAAGATCCTTTAATTTGGTGCCTGCCTTAATGGA
AACGGAAAGCTCGAGCATACTTTTGACTTTTGCGCAATTCCGTTTATTTTCTTTCC
CAGATACGATGCCAACAGCACCCTGCCTGCTCCGGCAACCCAGAGACGGTGATC
ATCACTGACATGAACTACTACCCCGTGGCCAAGTACCACTTCGACCTCAGCGGCA
CGGCGTTCGGCGCCATGGCCAAGCCCGGCCGCAACGACGAGCTCCGCCACGCTG
GCATCATCGACATCCAGTTCAAGAGGTGGGTAACACGCACTTTACCGCTCCTTGC
ATAGAACCACCACAGTCGACCGGCTGAGATCAGCTGGGGGCCCTACACACCAAC
AGAATCATATTTGGAGACCTTCTAGCTAGATACTTTACTTGCCGTGGAGCCCTTGT
ACTTTGCTCAACCGAAGTCTAACGAGAACGACCGGTTTAACTGGGCCCCATGTAG
ATTCAGTTCGCACCATATTAATAAAAACTTCCTCTTTACAATTTGGCGTTTGCGTG
CGTGCCTGCCTGTGGACAACATTAGTAATACTTGTTCTGAAGCTCTTGCCTAATCC
AAGCATATCACATAGTTTCCTCCTCTGTAGGGTGCCCTGCTACTACCCCGGGCAG
AAGGTGACTTTCCACGTCGAGGTGGGCTCCAACCCCGTCTACTTCGCCGTGCTCG
TCGAGTTCGAGGACGGCGACGGCGACGTGGTGCAGGTGGACCTCATGGAGGCGA
ACTCTGGGTCGTGGACACCGATGCGCGAGTCCTGGGGATCCATCTGGAGGCTGGA
CTCTGACCACCGCCTCACCGCGCCGTTCTCCCTGCGCATTACCAACGAGTCCGGC
AAGACGCTGGTGGCGAACCAAGTCATCCCGGCCAACTGGACGCCCAACACCTAC
TACCGTTCCATGGTCCAGTATAATTGGCTCTCTGCTGCTGCGCACCACAATAATTC
TGTGTCATCGCACCACAATAATTCTGTGTCATTGTGGTTGATTAGTTTGGTACTAG
TATCGTATTGCTGCATGGGACCGAGCCATTGAGGTGCCTCAGTCAGTTACAACGC
ATATACCAGTGCGATTAAGATTGTAAATTATTAACAGTATTTTGTGTGACATATTA
AGTTTCTCATTTGTGTTTCAGGCGGCATGGTTATGCAGCCGACTTAAATCAACTTT
TTTTGTGACATATTAAGTTTCTCATTTGTGATTCAGGCGGCATGGTTAGGGCCATA
CGTGAATTATCTCAGTTC






