IDENTIFICATION

Species: Panicum hallii

Locus: Pahal.9G153700

Gene Model: Pahal.9G153700.1.p
Description: PhEXPB-18
Family: Beta Expansin

3D structure:

GENOME DATABASES
Phytozome: https://phytozome-next.jgi.doe.gov/info/Phallii_v3_ 1
KEGG: https://www.genome.jp/entry/T07366
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GENE STRUCTURE
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Legend:

CDS s upstreamy downstream — Iniron

DOMAIN ARCHITECTURE

A 10 125 150 s 200 25 250 278 200 306

Query seq,

Specific hits B Pollen_allerg_1
Superfanilies DPBB_RIpA_EXP_N-like superfamily Pollen_allerg_1 superfamily

List of domain hits ol
Name Accession Description Interval E-value
[+] DPBB_EXPB_N cd22275 N-terminal double-psi beta-barrel fold domain of the beta-expansin subfamily; Beta-expansins ... 34-167 8.74e-70
[+] Pollen_allerg_1 pfam01357 Pollen allergen; This family contains allergens lol PI, Pll and PlIl from Lolium perenne. 175-250 1.27e-26

MASKIQRLSFIAITVFASLHPCMSTGFRHELSSWTTGIATWYGDPNGAGSEGGACGYQ
YAVDQPPFSSLIAAGSPFIYDSGNGCGSCYQVACSGNQACSGYPVTVVITDQGPGGGP
CLSQASDGMCLNEGAHFDMSGTAFGAMAKPGLADQLRGAGILQIQYTRVQCEWPG
VDVTFSVDSGSNPNYLAVVIEYEDSDSDLSAVDIMQSSTGQWVPMQHSWGAVWRL
NSGSTLHGPFHIRLTFNSGRVLIASNAVPAGWNAGMSYRSGGVAVTRARPRSAGCRG
YKAAGAFSDLVYHLLLFVVLAL*

CDS (coding sequence)
>PhEXPB-18

ATGGCTTCCAAGATTCAGCGCTTGTCCTTCATTGCCATTACAGTTTTTGCTTCACT
CCATCCTTGCATGTCCACTGGGTTCCGCCATGAGCTCTCCAGCTGGACCACTGGC
ATTGCTACGTGGTATGGTGATCCTAATGGTGCCGGAAGTGAAGGTGGTGCATGTG
GGTACCAGTATGCTGTCGACCAACCACCATTCTCGTCCTTGATTGCTGCCGGCAG
CCCTTTCATCTACGATTCTGGAAATGGGTGTGGTTCTTGCTACCAGGTGGCATGCT
CTGGCAATCAAGCTTGCTCTGGTTACCCTGTGACTGTAGTCATCACCGACCAGGG
CCCTGGTGGCGGTCCGTGCCTGAGCCAAGCAAGTGATGGCATGTGCCTAAACGAG
GGAGCCCACTTCGACATGAGTGGGACGGCGTTTGGTGCCATGGCAAAGCCTGGAT
TGGCCGATCAGCTCCGTGGTGCTGGCATCCTACAAATCCAATACACTCGGGTGCA
GTGCGAATGGCCTGGAGTGGATGTAACCTTCTCTGTGGACTCCGGTTCGAACCCA
AACTATCTGGCCGTGGTCATTGAGTATGAGGACAGTGATAGTGACCTATCGGCCG
TGGACATCATGCAGAGCTCGACGGGGCAGTGGGTTCCGATGCAGCATTCGTGGG
GTGCAGTGTGGAGGCTCAACTCTGGCTCCACCCTTCACGGCCCGTTCCATATCCG
CCTGACTTTCAACTCAGGCAGGGTGCTCATCGCCAGCAACGCCGTACCTGCAGGG
TGGAACGCCGGCATGTCATACCGGTCAGGAGGCGTTGCAGTGACCAGGGCCAGG
CCCAGGAGTGCTGGCTGCCGGGGCTACAAGGCGGCCGGTGCATTTAGCGATCTGG
TGTATCACCTTCTGTTGTTTGTGGTATTGGCGTTGTGA



Nucleotide
>PhEXPB-18

CAATCTCCATGCCATGTCTGGGTTTTTCCAACAAGGGCAAGCATAAACCCTGTTC
CCACTCCCCTCGTTCTCTCCCAGCTCCGGCCTCCGCTCCCGCCACCCCAGCCCCCA
CCACTCGGCGCTCGCTCCTCCTCGTCCCGCCGCCGCTGCCTGCATTCCACGAAATC
AACCACCTCTATTCGAGATACAACACGTGCCATCGCCGCCGCCACTCCACTCCCC
GGTGGGGACCAGGTACCTGGCCCCCAGGCGGCCGGGCCCCGACGCCGACCGACT
CGTCGCTGCGCGCCCCGCGTCCCCGGGCGGCGGGAATTCGGAGGCTGTTGGTCCG
CCGCAGGCACAGCTGGCGCGCTCGAGCATCAAGGCTCGCCTCTTGCTGGATTCGT
TCCTGACGTCTGCCGGCATTGCGGTGCCCGCTGCAGCGACTGCGGTGGGGGGCGG
CTAGGTCTGCGGCGGCTCGGGCTGGTGGCGTGCGCGTGGGTGCGTGCGAGCATTG
CGGCTGCGTGCTCTGCGCTGCTTTTTGACTTGGTATCAACAGCCAACAGCCTACA
GGTAAATTCTGCTCTGCTGCTACTATTGTGTTGGGGATAGTGAAATTCAGACCAT
GGTCGCTTCAAGTCCATCGGGTAAACCTTTGGAATTCTCTGTGTCATCTCAGCTAT
GGTCATCTGTAACTGCGTCAAAATTAACAATTCAAGTTCCACTGTCGATATAATA
CAGGCATACAGCTAGTCAGCCGCTTCTTTTTCAGAGGAACCAATTGGGTCGACTC
GGCATAGGTTAATTTTGATCTTGATAACTCAAGTTCGAACTTCGTTGGGCCTAGG
GTAGTTTTACACCTTAGGCAATTTGTCTCAGATATGATTTGCAATTTGTAAGTCGG
TAGTATACAAGCCTGACCATTCCTGGGACAGATTGTGCATTTAGCTGATAAAAGA
AGGCACCACATAGTTTGCTCTCAGGTGAGTCTAATCTTTGCAAACGTATGGTTCA
AGAAGGTCTGGATCGATTCTGTTCAAGCCTTCAAGGCGATGCGGCTAGATGGTGA
ATGTCAAGTTCTTATCGCAGTTAGTGACCCAAGCTAGTCCTACCTCAGATCAGAA
ATTGCTGTCGAGGTATGACCATATGACAGCCAAACTAAAGTTGTTCTTTTTTCTGA
GAGTTGCCAAATTACAGTTATGAAGTTTCGGATACAATGATTCGTGTGACTATAT
CATGTGACCTATAAGTTTTCCATGTAAAAAGAAGAGACAGAGAAAAGGGCATGT
GCCGGCCATGGTCAGACTGGGAATCTGTGAGCCAGATATGGAGTCTATGGCATGG
TGATAAGCTAGAGCATCCTGTAGTTTGCTAGCAATAGAGAGTTAACTAACTGACT
GAGTGTGATGTTTTTTCCCCAATTTTTTTTGTTTGGGAGATGTTTGCACTGTAGTTT
TACTGATTGGAGGCACACAGGTTGGTGTTGAAATACTTCTATCCCTTGGAAAATG
TTGTGAGGAAAACTTGAATGGAAAAATGCAAAATGATTCTCCGGATCTAGCACA
GTAACTAAACTGTCTTGAATGGGTCAACATGTAATTTGCATCTAGTGCAAAGAGT
TAATCTTAGACTCTCTGAGGAAGTAAGTTAATTATGTGAATGATTGGATGCTTTTA
AAAGGTGGTATATCAACTTATCCGCATAGTGCTTTGACTCCTTATGCCTGAATGCT
GGGTGAGGCTATCATGAATCATGATTCAAAATTTGTGCAGAGGTTAAAATTGTTA
AGTCAATTGATCAGGAGCAGCTAATCCTTTGATAAACCATGGCTAGATAGAGCAC
ATCACTCTCTGAGAATAATGAAGAAAATACTCTCAGAATGGGTGGTTAACTTCTG
ATTGCCACCTTATCATTATAATTTTTATGTACAGGTAAGGAAATAATAGATTAGA
GTTAATATATGTATCTTTCCCCTAGTGATTTACGCTAAGTAGAAAATCATTGATAA
TTGGGATTTACCAGACCATTTATGTTCACCATATTCTACACTACTCCATAGGAGAT
CTCTTTAGTAACTATGACCTTGCATGACGCCTACAAGCATTATTTTTTATCTGCAA
CCACCTGGACTTCTCAGGTTATCGTAGATATTTTGAAGCATTGGCCTCTATCTAAC
AGAGGCAAGGTGATACTACAGTACAGCTGTACAGCATTATGACAAGAATGCAAG
GAGCATTGCGAAATTCCACTCCATATTTCCATCATATCAGCTTTGAAGCATTAGAT
TTTATCAAATTTAACAAAATTATGATAATTCATCATGTAAGGATGCTTGCTGTGGT
CCATTGGCTTAAATACTGTAAGCTCTCCTTGGTTAGCAAAAGAAAAAAAAAGTAA
GGTCAGACTAGCAATTCAGGACCTCATGCAAGCATTTTGGTTTGATGAGAACTGG




ATGCCTTCTCATACCGATTTGGTTTGATAAGATGCTCCCAAATTTACACCCAGCTG
GCAAGGGTTTATTGTCTTGCTGCATGGCAGGGCATGGGTGACAATGCCTTTATGT
TAGAAAAACTGCACTGCAAGATCCTGTAATCCCCAAGGAGAATCGCTGCCTGTTC
TTGTACCTACGTCCTTACACAAACTGTCCATCACACAGTGAAACACTCTTCTCAGT
ACGCTAATATTCTCTGTCGCACCCTCCCAGTGCAAGTCCAGTGTCTTTCGCCTTAT
CAATGGTAGCTACTTATCACAGGGTGTAGTCATATGGCCTCCAAGCTCCAGGTGT
CCTTCATTGCCATCACAGCTTTCGCCTTTGTCCTCCACCCTTGTGCATCCATTGAGT
TCCGCCGTGAGCTCTCTGGTTGGTCCAATGGCATTGCTACATGGTATGGTGCAGCT
GATGGTGCAGGAAGTGACGGTAAGAGCTTATCAAAAGTCAACGCATAATAGTCA
CCAGTTAATACCATGTATTACCTCTTTCAAACTGGCGTGCCTTATAAAGTAACTTG
CATGAAATTTTCATTCACATGTTGCAGGTGGCGCGTGTGGGTACCAGAACACTGT
CGATCAGCCACCATTCTCCTCCATGATTGCCGCTGGCTGCTCTTCCATCTACGACT
CTGGCAAGGGCTGTGGTTCTTGCTATCAGGTGTGCATGTATACCTTAGCGGTTGA
GAAACCATGTGTTAACGTTCGCGCAATCTGTAATTTGACACTTGGAAGATTCATT
AGGTGGTGTGCACTGGCAATGATGCTTGCTCTGGTAACCCGGTGACGGTTGTCAT
CACCGACGAGTGTCCTGACTGCCCGTGTCCGGATGATCAGGTGCACTTCGACATG
AGTGGGACAGCATTTGGTGCCATGGCAAAGCCCGGCCAGGATAGCCAGCTGCGT
GGCGCCGGCGCCATCCAAATCCAGTATACCCGGTACACACACAATGCTTGTTTGC
TTACTGGAAAGCGATTTGCCACGAATCCTCTGTAACCGCCCTGCGATTTTTCAGCT
CTATAAACGCTATGTGATGTGCTAACAAAATCTTTACCCTATTATTGTACAGTGTG
CAGTGCCAGTGGCCTGGAGTGGACGTCACCTTCTCCGTGGAGTCTGGCTCCAACC
CGAACTACCTGGCTGTGCTCATCGAGTACGAGGACAGCGACAGCGACCTGGACG
CCGTGGACATCATGCAGAGCGGGACGGGGCAGTGGGCGCCGATGCAGCAGTCGT
GGGGCGCCGTGTGGAAGCTCAACTCCGGCTCACCCCTCCAGGGCCCCTTCAACAT
CCGCCTGACCTTCAGCTCCGGCAGGGTGCTCGTCGCCAGCAACGCCATACCCGCG
GGATGGAATGCCAGCGTGGCGTACCGGTCAGGCGGCGTGGCCGTGTCGCGGACC
AGGCCCAGGAGCGGCGGCTGCCGGAGCCACGACGCTGCCGGAACGCTGCTGAGC
AGGTTGGTGTATCACCTCCTCGTGTTGTTTGTGGCATTGAAGCTGTGAACTGCGAT
GTGATGCATTTCTGGTGGTTGTGTTGTGTCATTGTGTGAGGGTTGCTGATGGTTCT
GCCAGTCCGCTGGCGCTACTCTCCGTCCATGTAAATATATGCTGTATGTTTCATGA
AAACTGGCTGTCTTGATTAATGATTTTGGTGGTATTGCCTGAGAGTCGATATATTA
CAATCAAAGGAGAAGAAAGATAGTACACCAGGATCCTTTATCTGATGAAGAGGA
ACTCCTGTTAAAATTGGAGTTCTTGTGGAGCTCAAGAACCTGAAATGGCTGAATC
TCTCAAGAAATTTCCTCCATGGCCATATTCCAGATATAGTTGGCAGTATGGGTTCA
ACTTGATCTCTCATGGAACCAGCTTTCTGGTGTGATTCCTCAGAGCATGGCATCGT
TGCATTTACTAAGCCATCTCAATATGTTTTTCAACAATCTCTCCGGGAATACACCT
CCGGGTTCTCAGCTTCAAACTCTCGGTGATGAAGATCCATACATGTATGCAGGCA
ACAGCGACCTCTGTAGCCCTCTTGTTCTTGAGTCAATTGAAGTTGCAGGACAAGC
ACACCGATGGTTATTTCTCATCTGAGATAGTTAATCAATAATCTGCGACATCATCA
TCCGGCTACAAGTGAAGATTGGCCGCTTATGATGTGTCATTTTGTCGCCTTGAATT
TCTGCATGGAGCCTGCAATCTCGATTTATTGATTTTGGCAAAGGGTGTAATCTTGC
TGTTTCTTTGTGTTGGAACAATTAAGTTACACAAGCTTGACTGATGGGTGATGGC
AGTAAGCAAAAGCCGCACTTGGTGCTTGCTATCACCATGTAACAAACTAATTGAA
GGTGCTTGTCACTTGTTCAAGTGTATTTGACCCCAAGTGGGACGAAGTCTTTTG



