IDENTIFICATION

Species: Panicum hallii HAL

Locus: PhHAL.9G404700

Gene Model: PhHAL.9G404700.1.p
Description: PhhEXPB-24

Family: Beta Expansin

3D structure:

GENOME DATABASES
Phytozome: https://phytozome-next.jgi.doe.gov/info/PhalliiHAL _v2_1
KEGG:-

EXTERNAL RESOURCES



https://phytozome-next.jgi.doe.gov/info/PhalliiHAL_v2_1
http://www.ocri-genomics.org/bolbase/login.htm
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DOMAIN ARCHITECTURE

Y
specific hits L Pollen_allerg_1
Superfanilies DPBB_R1pA_EXP_N-1like superfamily Pollen_allerg_1 superfamily

List of domain hits e

Name Accession Description Interval E-value
[+] DPFBB_EXPE_N d22275 N-terminal double-psi beta-barrel fold domain of the beta-expansin subfamily; Beta-expansins 52-176 5.23e-76
[+] Pollen_allerg_1 pfam01357 Pollen allergen; This family contains allergens lol PI, Pll and Plll from Lolium perenne. 184-260 1.17e-26

SEQUENCES
Peptide
>PhhEXPB-24

MAAVMISFKAIALVAALLLPVLGAHAEPSYNNVTSARRELYYSAGSTPSSTWRPARA
TWYGRPNGAGPDNNGGGCGYSNTNQYPFNSMTSCGNQPLFLDGKGCGACYQIRCTS
KNNPACSGEPKTVIITDVNYDTKVAPYHFDLSGTAFGAMARPGYNDKLRSAGILDIQF
RRVPCSYRGLPVRFHVMGGCNPFYFAVIVYYAGSDGAVVQVELKEANSNTWRPLYE
SWGAVWRIDPGHPLKAPLSLRVRSDSGKVLVANNVIPVNWRGNADYRTIAQFR*

CDS (coding sequence)
>PhhEXPB-24

ATGGCCGCCGTGATGATCTCCTTCAAGGCTATTGCACTGGTGGCAGCACTCCTCCT
CCCCGTGCTGGGCGCTCACGCCGAGCCGAGCTACAATAACGTCACCTCCGCCCGC
AGGGAGCTGTACTACTCCGCCGGCTCCACCCCCAGCAGCACCTGGCGGLCCTGCCA
GGGCCACCTGGTACGGTCGCCCCAACGGCGCCGGCCCTGACAACAACGGTGGECG
GGTGTGGGTACAGCAACACCAACCAGTACCCGTTCAACTCCATGACGTCGTGCGG
CAACCAGCCCCTGTTCTTGGACGGCAAGGGCTGCGGCGCATGCTATCAGATAAGG
TGCACCAGCAAGAACAACCCTGCCTGCTCCGGCGAGCCCAAGACGGTGATCATC
ACCGACGTGAACTACGACACCAAGGTCGCCCCCTACCACTTCGACCTCAGCGGCA
CGGCGTTCGGAGCCATGGCCAGGCCCGGCTACAACGACAAGCTCCGCAGLCGLCCG
GCATCCTGGACATCCAGTTCCGGCGGGTGCCCTGCAGCTACAGGGGCCTGCCGGT
GAGGTTCCACGTGATGGGCGGCTGCAACCCCTTCTACTTCGCGGTCATCGTGTAC
TACGCCGGCAGCGACGGCGCCGTGGTGCAGGTGGAGCTGAAGGAGGCCAACTCC
AACACGTGGCGGCCGCTCTACGAGTCCTGGGGCGCCGTCTGGAGGATCGACCCCG
GCCACCCGCTCAAGGCGCCCCTCTCGCTGCGCGTCCGCAGCGACTCCGGCAAGGT
CCTCGTCGCTAACAACGTCATCCCGGTCAACTGGAGGGGCAACGCCGACTACCGC
ACCATTGCCCAGTTCCGCTGA

Nucleotide
>PhhEXPB-24

GCCAAAAGCAGAGGAGATCAAGCTGGGATCCATGGCCGCCGTGATGATCTCCTTC
AAGGCTATTGCACTGGTGGCAGCACTCCTCCTCCCCGTGCTGGGCGCTCACGCCG
AGCCGAGCTACAATAACGTCACCTCCGCCCGCAGGGAGCTGTACTACTCCGCCGG



CTCCACCCCCAGCAGCACCTGGCGGCCTGCCAGGGCCACCTGGTACGGTCGCLCCCC
AACGGCGCCGGCCCTGACAACAACGGTATGTGCCGGAGCTAATGCTGCCTTGCTG
TGCGTCTGAGACTGTCCTCGCCGGTCGCGATGCTGATCGATCGATACGATCTGCA
GGTGGCGGGTGTGGGTACAGCAACACCAACCAGTACCCGTTCAACTCCATGACGT
CGTGCGGCAACCAGCCCCTGTTCTTGGACGGCAAGGGCTGCGGCGCATGCTATCA
GGTACGAGCATGAGCATGAGCATTCTAAGCAATGTCACAATGCATGATAATATGC
ATCGATCTTCTTCACGTACGTTCTGAACTTCTGATTGCTCTGCCTATATGCTTCAG
ATAAGGTGCACCAGCAAGAACAACCCTGCCTGCTCCGGCGAGCCCAAGACGGTG
ATCATCACCGACGTGAACTACGACACCAAGGTCGCCCCCTACCACTTCGACCTCA
GCGGCACGGCGTTCGGAGCCATGGCCAGGCCCGGCTACAACGACAAGCTCCGCA
GCGCCGGCATCCTGGACATCCAGTTCCGGCGGGTGCCCTGCAGCTACAGGGGCCT
GCCGGTGAGGTTCCACGTGATGGGCGGCTGCAACCCCTTCTACTTCGCGGTCATC
GTGTACTACGCCGGCAGCGACGGCGCCGTGGTGCAGGTGGAGCTGAAGGAGGCC
AACTCCAACACGTGGCGGCCGCTCTACGAGTCCTGGGGCGCCGTCTGGAGGATCG
ACCCCGGCCACCCGCTCAAGGCGCCCCTCTCGCTGCGCGTCCGCAGCGALCTCCGG
CAAGGTCCTCGTCGCTAACAACGTCATCCCGGTCAACTGGAGGGGCAACGCCGAC
TACCGCACCATTGCCCAGTTCCGCTGAACGCTCGCCGGCGGCAATAGATCACTCA
CAATCATCTGCTCGGCCGGTTCATTACTTTTTGTATCGTCGTCGATCAATCATGTG
ATTGCGAATTTGCAGTGGATTTTTCTTTACTGTCTTTGCGAGGTTTCTTGTGAGATT
ATTGTTGCTCCTACTTGCGATTTGGAGAATTATTCTAGGTAAGTCTTGAGAAAATT
CTTTGTGCACCATTGAAACCTATAACAATCCCTTCATTGACATCCAAAATTAGAG
GATCCCTTCATTGCCATTAATTCTAATTTTCATTCCCTTATCTGTCATTACCATTAC
TTTTAGCACAAATCACACCATCACACCGATAAAATGTGAATAATTTTTTTCGTTAT
CCCGATTTTACCCCTCCAACATTTCTCTTTCCCCGAATCACTCCATTCCAAACCTA
GCTCGAGCTGCTCGCGGACGTCGGAACTGGAGGCGCGCGCGGATCCGGCGAGCA
GGCACGCGCGGCCCCGGACGAGCAGCAGGC





