
IDENTIFICATION 

Species: Arachis duranensis 

Locus: XP_015931782 

Gene Model XP_015931782.1 

Description: AdEXPA-20 

Family: Alpha Expansin  

3D structure: 

 
GENOME DATABASES 

NCBI: https://www.ncbi.nlm.nih.gov/genome/?term=Arachis+duranensis  

KEGG: https://www.genome.jp/entry/T04300  

EXTERNAL RESOURCES 

https://peanutbase.org/organism/Arachis/duranensis 

https://www.ncbi.nlm.nih.gov/genome/?term=Arachis+duranensis
https://www.genome.jp/entry/T04300


GENE STRUCTURE 

 

DOMAIN ARCHITECTURE 

 

SEQUENCES 

Peptide 

>AdEXPA-20 

MLLTTLSTLTLTIATLFTLSPLATSHYSSSQQPPSSPSSSTSLSEWRSAHATYYAAADPR

DAVGGACGYGDLVKAGYGMATVGLSEALFERGQICGACFEVKCVDDLKWCIPGTSI

IVTATNFCAPNYGFDNEGGGHCNPPNKHFVLPIEAFEKIAIWKAGNMPVQYRRIQCRR

EGGIRFTVTGSGIFLSVLISNVAGHGDIVAVKVKGSRTGWLPMGRNWGQNWHINALL

QNQPLSFEVTGSDGKTVTSYNVAPKDWSFGQTFEGKQFEP 

CDS (coding sequence) 

>AdEXPA-20 

CCACTGACCACATTCGTCTGATGCAAATAAAGTAACCATTTGAAAAAGGGGGAA

AAAAAAATCACCGTCTATCTCTTCACTCTTTGTTCCCTTCTTCAATCTTCTATTCTT

CTTCCTCTTCTTCCACTTCACTCTGGAAACCACCCCCAAAACTAGAAAGTAGAAC

AACTAAACCAAACAATGTTACTCACCACACTCTCCACACTCACACTAACCATTGC

TACTCTCTTCACACTCTCTCCCCTTGCCACGTCACACTACTCTTCTTCCCAACAACC

ACCTTCCTCTCCCTCTTCTTCAACTTCCCTCTCCGAGTGGCGATCCGCGCACGCCA

CCTACTACGCCGCTGCCGACCCTCGCGACGCTGTCGGCGGCGCGTGCGGCTACGG

CGACCTCGTGAAAGCCGGCTACGGCATGGCAACCGTTGGTCTCAGCGAGGCACTC

TTTGAACGCGGCCAGATCTGCGGCGCGTGCTTCGAGGTGAAGTGTGTGGATGATC

TCAAGTGGTGTATACCTGGAACTTCCATTATTGTAACCGCCACGAACTTCTGTGCG

CCCAATTACGGGTTTGATAATGAAGGTGGTGGACACTGTAACCCTCCAAATAAGC

ATTTTGTGCTTCCGATTGAGGCCTTTGAGAAGATCGCCATTTGGAAGGCTGGCAA

CATGCCGGTCCAGTATAGAAGGATACAATGCAGAAGGGAAGGAGGAATCCGGTT

TACAGTAACTGGCTCTGGTATCTTCCTTTCAGTGCTTATCAGCAATGTTGCTGGTC

ATGGAGACATAGTCGCCGTGAAGGTTAAGGGCTCCAGAACAGGTTGGCTCCCAA

TGGGTCGGAATTGGGGCCAGAACTGGCACATAAATGCGTTACTACAAAACCAAC

CTCTTTCCTTTGAGGTTACCGGTAGCGATGGAAAAACAGTTACATCCTACAATGTT

GCCCCCAAGGATTGGAGCTTTGGACAAACCTTTGAAGGCAAGCAATTTGAGCCCT

AAGAAAATGCATCAATGAAGAAGAAAACATCTTTCGAGGGACCACTCTCATTCCC

AATTTTTTACCAATATTTTAGGGATAAGGTAGTTTTGTTTTACAGTTTAATTTTTTT

TTTTTTTTGGTTTTAAAGACGACTGTAGATAGCAAAATGATTTGGTGGTTTTGTGA

GTTTGTCAATGTGGCGTTGTACCTCTATTTATCATGTCTTAGGAGGTTTTGTAGGG



AAATATGACTTCTTGGTCAAAACAACAAAGGCTTAAGCGTGTAAGTGCTGAGGCT

CTTATTGAGATGTATCATCCTACCAACCTATTTTACAAGGTGTCTTCAATTTTA 

Nucleotide 

>AdEXPA-20 

CTCAGTTATATGAAACATCTAATTATGTAAAAATGAGGTGATTTTTCAAAATAAA

GCAGCGGCAGTGGTAGATTATGTTGCTAAGATGTTTTGTTATTTTAGAGAGTAGT

GCGAAAAGTAACTCATGTTATTGATAGCTATACCAAAGATAACATAGAAATTATA

AAAGTGTATTTTTGGCTCTTGTATGTTCCACTTAGGACTTGTTTGGGTGAGCTTTT

AAGAAAAGATCTTTTTTTAGTTATCTTTTTTTAAAAGATCTTATAGAGAAGTAAAA

GTAATTTTTTGTTTGGATATCTCATATAAAAATATTTTTTTATCTATCAATTATGTG

GGTATAATAATATAAAAGTACTTTTTTGTTTATTTATTACATGAAAAACATCTTTT

TTTAAGGAAAAAAGATCTTTTAAAAAAATATGTAAATTACAACTTCTCAAAAAAG

ATCTTTTTTTTTATTTTACTAATGCTTTTAATGAACTGAAAAAAAAAAACGTACAC

CACTGACCACATTCGTCTGATGCAAATAAAGTAACCATTTGAAAAAGGGGGAAA

AAAAAATCACCGTCTATCTCTTCACTCTTTGTTCCCTTCTTCAATCTTCTATTCTTC

TTCCTCTTCTTCCACTTCACTCTGGAAACCACCCCCAAAACTAGAAAGTAGAACA

ACTAAACCAAACAATGTTACTCACCACACTCTCCACACTCACACTAACCATTGCT

ACTCTCTTCACACTCTCTCCCCTTGCCACGTCACACTACTCTTCTTCCCAACAACC

ACCTTCCTCTCCCTCTTCTTCAACTTCCCTCTCCGAGTGGCGATCCGCGCACGCCA

CCTACTACGCCGCTGCCGACCCTCGCGACGCTGTCGGCGGCGCGTGCGGCTACGG

CGACCTCGTGAAAGCCGGCTACGGCATGGCAACCGTTGGTCTCAGCGAGGCACTC

TTTGAACGCGGCCAGATCTGCGGCGCGTGCTTCGAGGTGAAGTGTGTGGATGATC

TCAAGTGGTGTATACCTGGAACTTCCATTATTGTAACCGCCACGAACTTCTGTGCG

CCCAATTACGGGTTTGATAATGAAGGTGGTGGACACTGTAACCCTCCAAATAAGC

ATTTTGTGCTTCCGATTGAGGCCTTTGAGAAGATCGCCATTTGGAAGGCTGGCAA

CATGCCGGTCCAGTATAGAAGGTACACCCTAACTGTAGTGTAGCATTTCCCTTGC

TTTCGCTTCATTTTTCCCCCCTTCATTTTAGGGATTTAGTTTTTGGATTAATTAGTG

ATATTTAGACAATGGATACCTGCTGCTGTGATATTTGAGTTAGTTACGTAAATCTT

GGGAACTCTAAACAGAAAGTGGATATGAATGATTGCATGATAGTTGTGTCGGTAG

GTTTGATTGCATTGAACAATGACTTCTTTTCACTTGGCTGAAATTCAGAGCTATCT

CTATTTGATGAATTCGTAATCTGCATTTTTGTGTTATCACTTATCAGCTTTCAAGGT

GCAGGCTTGGGTTCTTGAATGCTAATTAGATGATTAATGAGATACATTGGGGGTG

GTTAATCCTGTTTCCTTTATTTTGCGTGGTTTATTTGTTGTCATTGGCCTCTTCAAG

AGCAAGGTTATTGAAGTGTCGAGTTAACTCATATGAGATTAGGTCTCCAAATCAA

GTTTACTGGATGAATTTTATCAGAAAAAGCTTGCTCAGGAGCCTAATTGAGAAAA

ATCTTTATAAAAAGCGCTTGCCTGTTTAATCCTAATGAAATTTAAATTAGTAAAA

GGGATCATGAGTTTATTTATGAAAAATTAGAATGGTGATTAGTAATATTTTGTATC

ATCATGCTACACTTAACACAAATTATTGGAATACAGAGTGAAATTAGTAGTTCGC

CATGTCTAATTGTCTATATGCAACCTTGTTGCTACAAGGTTTCTATGGCAATTTTT

TTTAGATATATCCAAGGGAATGATATATGGTTTTCTTGTCAATTCAGGAGGTAAA

TGGATCCATAAGTGCCATAGATATACTTAAAAATATATTTCTGAATGTAAAGAGT

GAGCAATGTTGCAGGATGTATTTTGATGTTCTGTTCTGTTATGGTGCAGGATACAA

TGCAGAAGGGAAGGAGGAATCCGGTTTACAGTAACTGGCTCTGGTATCTTCCTTT

CAGTGCTTATCAGCAATGTTGCTGGTCATGGAGACATAGTCGCCGTGAAGGTTAA

GGGCTCCAGAACAGGTTGGCTCCCAATGGGTCGGAATTGGGGCCAGAACTGGCA



CATAAATGCGTTACTACAAAACCAACCTCTTTCCTTTGAGGTTACCGGTAGCGAT

GGAAAAACAGTTACATCCTACAATGTTGCCCCCAAGGATTGGAGCTTTGGACAAA

CCTTTGAAGGCAAGCAATTTGAGCCCTAAGAAAATGCATCAATGAAGAAGAAAA

CATCTTTCGAGGGACCACTCTCATTCCCAATTTTTTACCAATATTTTAGGGATAAG

GTAGTTTTGTTTTACAGTTTAATTTTTTTTTTTGTTTTAAAGACGACTGTAGATAGC

AAAATGNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNN

NNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNTCA

AAACAACAAAGGCTTAAGCGTGTAAGTGCTGAGGCTCTTATTGAGATGTATCATC

CTACCAACCTATTTTACAAGGTGTCTTCAATTTTACTTCTTCCTCTAACCAATAAC

TGTTATGGATAGACCATGACAAAATGTTTCTTGAACACATTTCCCATAATTTTTGG

GTTGATTTACCATCTGACTTATCATATATTATACCTATTTAATAGTGCACGAACAA

TTAAAACAAAAAAAAAACTATATTATATATACATCAAAATTAGCCACCAATATAA

AAATATAAAATATATATTAAAATAAAAATATATATTAAAAATAAATTAAATTATC

TATATATTTATACACAAATATATTAATAGTTAATTATTCGTGTACCAATAATATTT

TTGAAAAAAAAAGTAGTGCACGAACAATATGTTGAACACAGTATAATGTATATTG

TGTGATGGCTATATTCAAATGACATTAATGTTTCACAAAATTTTGGTTTGAAGTTT

TGAATGACTTTTGTTATGTCTATTTTTGCTTTGGTCGTCAGTTAGTATTTTTTCTGT

TTGTTTCACTGAACACAAGAAATATGGTTCTTG 




