
IDENTIFICATION 

Species: Brassica oleracea capitata 

Locus: Bol043027 

Gene Model: Bol043027 

Description: BolEXPA-21 

Family: Alpha Expansin  

3D structure: 

 
GENOME DATABASES 

Phytozome: https://phytozome-next.jgi.doe.gov/info/Boleraceacapitata_v1_0  

EXTERNAL RESOURCES 

http://www.ocri-genomics.org/bolbase/login.htm 

 

https://phytozome-next.jgi.doe.gov/info/Boleraceacapitata_v1_0
http://www.ocri-genomics.org/bolbase/login.htm


GENE STRUCTURE 

 

DOMAIN ARCHITECTURE 

 

SEQUENCES 

Peptide 

>BolEXPA-21 

MNLALAFAVLLAILVSVADAEWDDAHATFYGDINGGETMQGACGYGNLFQEGYGL

ETAALSTALFNNGKTCGACFELVCANSRWCKPNAGSITVTATNFCPPNYSPPLNTRW

CNPPNKHFDLSMKMFISIAEYSGGIVPVKFRRVKCQTRGGVRFEIKGNPYFIMVLVYN

VGGAGDVTNVAIRGNNSPWIPMQRNWGQNWNTGVRLVGQRLSFLVQTSDGMSMTF

VDVASENWGFGQTFEASRATLNFH* 

CDS (coding sequence) 

>BolEXPA-21 

ATGAATCTAGCATTGGCCTTTGCGGTGTTACTCGCAATTCTTGTGTCGGTGGCTGA

CGCTGAGTGGGACGACGCTCACGCTACGTTTTACGGCGACATTAACGGCGGGGA

AACCATGCAAGGAGCATGTGGTTACGGAAATCTATTCCAAGAAGGTTATGGGTTA

GAAACGGCCGCGCTAAGCACGGCGCTCTTCAACAACGGCAAGACATGCGGCGCT

TGTTTCGAGCTCGTATGTGCAAACTCACGATGGTGCAAACCAAACGCCGGCTCCA

TCACAGTCACAGCAACTAATTTCTGCCCACCCAATTACTCCCCACCGCTTAATACA

CGTTGGTGCAACCCTCCAAACAAGCACTTCGATCTATCGATGAAAATGTTCATTT

CCATCGCCGAGTACAGCGGAGGGATAGTTCCTGTGAAGTTCCGGCGAGTGAAGT

GTCAGACGAGAGGCGGTGTGAGGTTTGAGATCAAGGGGAATCCTTATTTCATCAT

GGTTTTGGTGTATAACGTTGGAGGTGCAGGAGATGTAACTAATGTGGCCATTAGA

GGGAATAATAGTCCATGGATCCCTATGCAGAGGAACTGGGGACAAAACTGGAAT

ACTGGTGTGCGTTTGGTGGGACAAAGACTCTCGTTTTTGGTCCAAACCAGTGATG

GTATGAGCATGACGTTCGTTGATGTGGCGTCAGAGAATTGGGGGTTCGGTCAAAC

TTTTGAAGCAAGTCGAGCAACATTAAACTTTCATTAG 

Nucleotide 

>BolEXPA-21 

ATGAATCTAGCATTGGCCTTTGCGGTGTTACTCGCAATTCTTGTGTCGGTGGCTGA

CGCTGAGTGGGACGACGCTCACGCTACGTTTTACGGCGACATTAACGGCGGGGA

AACCATGCGTTAGTATTTTATATAATTTCCAATGAGTTTATATCATTTTGTGTTCA

AATTAAATAGGTGTTGAATTAGTAAAATGTTTATGCGAAGTCGCATGTGACATGT

CCAAGCATATTCTTCTTCTCCTAAAACACGTTTAGATCTATTCATCCCCTGATTAC



ATAAGATTTATGATAAACTGCAAAAAACATTCAGTTATTTGCTAAACTACATTTG

TCTCGTTTGATTTGATTTTAAAATATGAATGTGTGTATATATATTCCGAAATTTTC

AATTTGTGTCTTAATTTTTCTTTTAAAACATTTGTGTCTTAATTAGTTTAAATTTTT

TATTCGATAGAGAAATTAGTACGAATCATGAAATTTGTGTAGATATAGTGATATA

TGAAAGTTTCCATGGAAAAGTAGATGGTTATCTATTTATTAATACATGTTGACAA

AAATATGTAATCATTTGCATTCATAATCGAATCTTGTAACTCAATGGAGTTTTATA

GTGAAAACTATCTAATGTATTTCATTTTTTGATGTGACAGAAGGAGCATGTGGTT

ACGGAAATCTATTCCAAGAAGGTTATGGGTTAGAAACGGCCGCGCTAAGCACGG

CGCTCTTCAACAACGGCAAGACATGCGGCGCTTGTTTCGAGCTCGTATGTGCAAA

CTCACGATGGTGCAAACCAAACGCCGGCTCCATCACAGTCACAGCAACTAATTTC

TGCCCACCCAATTACTCCCCACCGCTTAATACACGTTGGTGCAACCCTCCAAACA

AGCACTTCGATCTATCGATGAAAATGTTCATTTCCATCGCCGAGTACAGCGGAGG

GATAGTTCCTGTGAAGTTCCGGCGAGTGAAGTGTCAGACGAGAGGCGGTGTGAG

GTTTGAGATCAAGGGGAATCCTTATTTCATCATGGTTTTGGTGTATAACGTTGGAG

GTGCAGGAGATGTAACTAATGTGGCCATTAGAGGGAATAATAGTCCATGGATCCC

TATGCAGAGGAACTGGGGACAAAACTGGAATACTGGTGTGCGTTTGGTGGGACA

AAGACTCTCGTTTTTGGTCCAAACCAGTGATGGTATGAGCATGACGTTCGTTGAT

GTGGCGTCAGAGAATTGGGGGTTCGGTCAAACTTTTGAAGCAAGTCGAGCAACAT

TAAACTTTCATTAG 


