
IDENTIFICATION 

Species: Sorghum bicolor 

Locus: Sobic.001G300900 

Gene Model: Sobic.001G300900.2.p 

Description: SbEXPB-07 

Family: Beta Expansin  

3D structure: 

 
GENOME DATABASES 

Phytozome: https://phytozome-next.jgi.doe.gov/info/Sbicolor_v3_1_1 

KEGG: https://www.genome.jp/entry/T01086  

EXTERNAL RESOURCES 

- 

 

https://phytozome-next.jgi.doe.gov/info/Sbicolor_v3_1_1
https://www.genome.jp/entry/T01086


GENE STRUCTURE 

 

DOMAIN ARCHITECTURE 

 

SEQUENCES 

Peptide 

>SbEXPB-07 

MATCSSTVVALGALLFSLLATCGSCARPVSFNASDFTADPDWEAARATWYGAPTGA

GPDDDGGACGFKNVNLPPFSAMTSCGNEPLFKDGKGCGSCYQIRCQNNDACSGNPE

TVIITDMNYYPVSKYHFDLSGTAFGAMAKPGRSDELRHAGIIDIQFKRVPCNYPGQKV

TFHVEEGSNPVYFAVLVEFEDGDGDVVQVDLMEANSGSWTPMRESWGSIWRLDSG

HRLTAPFSLRITNESGKTLVANQVIPANWVPNTYYRSIVQY* 

CDS (coding sequence) 

>SbEXPB-07 

ATGGCCACCTGCTCCTCCACAGTAGTTGCACTTGGTGCACTTCTCTTCTCGCTCCT

TGCAACGTGTGGCTCATGCGCTAGACCAGTGAGCTTTAACGCCTCCGACTTCACC

GCCGATCCCGACTGGGAGGCTGCCAGGGCAACCTGGTACGGTGCGCCCACCGGC

GCCGGCCCTGATGACGACGGTGGCGCCTGTGGATTCAAGAACGTGAACCTGCCGC

CGTTCTCGGCAATGACATCGTGCGGCAACGAGCCCTTGTTCAAGGACGGCAAGGG

CTGCGGCTCCTGCTACCAGATACGATGCCAAAACAACGATGCCTGCTCCGGCAAC

CCTGAGACGGTGATCATCACTGACATGAACTACTACCCCGTGTCCAAGTATCACT

TCGACCTCAGCGGCACGGCGTTCGGCGCCATGGCCAAGCCCGGCCGCAGCGACG

AGCTCCGCCACGCCGGCATCATCGACATCCAGTTCAAGAGGGTGCCCTGCAACTA

CCCCGGGCAGAAGGTGACGTTCCACGTGGAGGAGGGCTCCAACCCCGTCTACTTC

GCGGTGCTCGTCGAATTCGAAGACGGCGACGGCGACGTGGTGCAGGTGGACCTC

ATGGAGGCCAACTCCGGGTCGTGGACGCCGATGCGCGAGTCCTGGGGATCCATCT

GGAGGCTGGACTCCGGCCACCGCCTCACCGCGCCGTTCTCCCTGCGCATCACCAA

CGAGTCCGGCAAGACGCTGGTGGCGAACCAAGTCATCCCGGCCAACTGGGTGCC

CAACACCTACTACCGTTCCATCGTCCAGTATTAG 

Nucleotide 

>SbEXPB-07 

GACCATCGAGACACACACAACTTCTCCTGTCTGCCTACCGATAGCTCTAATAGCT

GCCCTCTCAAGTACTAGCTACACGATGGCCACCTGCTCCTCCACAGTAGTTGCAC

TTGGTGCACTTCTCTTCTCGCTCCTTGCAACGTGTGGCTCATGCGCTAGACCAGTG



AGCTTTAACGCCTCCGACTTCACCGCCGATCCCGACTGGGAGGCTGCCAGGGCAA

CCTGGTACGGTGCGCCCACCGGCGCCGGCCCTGATGACGACGGTACGTATACATG

AACGCCGCCGCCGGTGCATGCATGGTCTCATTGTGTGTGCATGCACTGCATATAG

CGTTGTTTTGAACCGAGTCTGAACTACAGTGCGCCGCCGCCGTTCTGCATGCAGG

TGGCGCCTGTGGATTCAAGAACGTGAACCTGCCGCCGTTCTCGGCAATGACATCG

TGCGGCAACGAGCCCTTGTTCAAGGACGGCAAGGGCTGCGGCTCCTGCTACCAGG

TACACTCCTACGTAGCTAGATTGGTTGGTCAGACAAAGATCCTTTAATTTGGTGCC

TGCCTTAATGGAAACGAAAAGCTGAAGGCTGAAGCATAGTTTTGACTTTCGACTA

ACCAACTCCGTTTTACTTTCTTTTTTTTCCAGATACGATGCCAAAACAACGATGCC

TGCTCCGGCAACCCTGAGACGGTGATCATCACTGACATGAACTACTACCCCGTGT

CCAAGTATCACTTCGACCTCAGCGGCACGGCGTTCGGCGCCATGGCCAAGCCCGG

CCGCAGCGACGAGCTCCGCCACGCCGGCATCATCGACATCCAGTTCAAGAGGTG

GGTAACACGCAACGCTCGTTGCACAGAATCAACACGCACAGTCGACCGGCTGAT

GATCAGCTGGAGGCCCTACACCAACAGAATCATATCTCGAGACCGTCTAGCTAAT

ACTTAATTTTGCCGTGGAGCCCTTGTACTTTTGCTCAACAAACTCTAACGATAACG

ACCGGTTGATTTTTATTTTTTATTTTTCTGACGGGCCCCATGTAGATTCAATTCGCA

CAAATATTAGTAGTACTTCCGCTTTACAATTTGGCGCGTCTGCGTGCGGATGTGTC

TGCCTGTGGACAAAGTGTTCTGAAGCTCTTGCCTAATCCAAGCATATCACATGGC

TTGTTCCTGTGTCTGTAGGGTGCCCTGCAACTACCCCGGGCAGAAGGTGACGTTC

CACGTGGAGGAGGGCTCCAACCCCGTCTACTTCGCGGTGCTCGTCGAATTCGAAG

ACGGCGACGGCGACGTGGTGCAGGTGGACCTCATGGAGGCCAACTCCGGGTCGT

GGACGCCGATGCGCGAGTCCTGGGGATCCATCTGGAGGCTGGACTCCGGCCACC

GCCTCACCGCGCCGTTCTCCCTGCGCATCACCAACGAGTCCGGCAAGACGCTGGT

GGCGAACCAAGTCATCCCGGCCAACTGGGTGCCCAACACCTACTACCGTTCCATC

GTCCAGTATTAGCAATATATACCCTGCTGCGCACAATAATAATTCTGTGTCATTGT

GGTTGATTAGTAGTTTGGTACTAGTATTGTATTGCTGCATGGACTGATGAGCTACT

GATGAGGTCGCCTCAGTCAGTTACTAGTAAGGGTGTTGGTGGTGCGTGGCTTCTT

TAATTCAGGGATTTGAAGACTGGGGAAATGGAGGAAGCAAAGTTAATTTGCAAA

TGCTTTCCCGCCCATTGTCAATGCATGTACCAGTGCGATTAAGATTATAATTATTA

ATCGTATTTTGTGCC 


