IDENTIFICATION

Species: Citrus clementina
Locus: Ciclev10011981

Gene Model: Ciclev10011981m
Description: CclEXPA-12
Family: Alpha Expansin

3D structure:

GENOME DATABASES
Phytozome: https://phytozome-next.jgi.doe.gov/info/Cclementina_vl 0
KEGG: https://www.genome.jp/entry/T02982

EXTERNAL RESOURCES
https://www.citrusgenomedb.org/organism/Citrus/clementina



https://phytozome-next.jgi.doe.gov/info/Cclementina_v1_0
https://www.genome.jp/entry/T02982
https://www.citrusgenomedb.org/organism/Citrus/clementina

GENE STRUCTURE

CelEXPA-12 —— -
7 .

| L 1 1 1 1 1 4
by 2kbp 300bp G0t 80K0bp [T 1300bp

Legend:

CDS s upstreamy downstream

DOMAIN ARCHITECTURE

1 50 100 150 200 250 300 350 376

Query seq. e ——

Superfanilies PLNO0OOS50

+ Name Accession Description Interval E-value
[+] PLN00Q50 super family cl31535 expansin A; Provisional 150-374 4.70e-94
SEQUENCES

Peptide

>CclEXPA-12

MASPLKALSSAAVLMLLLAAATLPNFGESHQQQNGGKHRGRRHHHRHNKPW\VPHH
KGHQHKRKPVHEQPQPVQPQPHPAQPVEPVQQQPQPVQPQPVQSQPQLQPQPVQPM
PVEHLPPVLPGVPIAKPTHPELSSADREAHEHDFKPGPWKHAHATFYTGDTGSFGGA
CGYSDVTREGYGEGTTALSTTLFHNGAACGACFEIKCIDDPKSCIPGQPSLFVTATNFC
PPNFHQDANDGGWCNPPREHFDIAYPAFKHIAEYKAGIVPVAYRRVSCKKQGGIKFTI
TGTQHWTLVTIWNVGGAGDISHVEVKGDNKLNWTPLHKNWGSKWQTSCSLEEESL
TFKVTTSDGRFVISPNVTPNKYWKYGQTFEGLNFR*

CDS (coding sequence)
>CclEXPA-12

ATGGCGTCGCCTTTGAAAGCATTGTCATCAGCAGCTGTGTTGATGCTGCTTTTAGC
TGCTGCTACATTGCCCAATTTTGGTGAAAGTCACCAACAACAAAATGGGGGAAAA
CATCGCGGACGTCGTCATCATCACAGACACAACAAGCCTTGGGTTCCTCATCACA
AGGGACATCAACATAAAAGGAAGCCAGTGCATGAACAGCCACAGCCAGTACAGC
CACAACCACACCCAGCACAGCCGGTAGAGCCGGTACAGCAACAGCCGCAGCCAG
TACAGCCACAGCCAGTGCAGTCGCAGCCACAGCTACAGCCGCAGCCAGTCCAGC
CGATGCCTGTGGAGCACCTTCCCCCGGTACTACCTGGAGTGCCTATTGCAAAACC
AACACATCCAGAACTTTCTTCCGCTGATAGAGAAGCACATGAACATGATTTCAAG
CCTGGCCCGTGGAAACACGCTCATGCCACCTTTTACACCGGAGACACCGGATCAT
TTGGTGGAGCTTGTGGTTACTCGGATGTTACAAGAGAAGGATACGGTGAGGGAA
CAACAGCTTTGAGCACAACTTTGTTTCACAATGGGGCAGCTTGTGGTGCTTGTTTT
GAGATCAAATGTATTGACGACCCTAAATCTTGCATTCCCGGGCAACCATCTCTCTT
TGTCACAGCCACAAACTTTTGCCCACCAAATTTCCATCAAGACGCTAACGATGGC
GGTTGGTGCAATCCACCGCGTGAACATTTTGATATTGCTTATCCGGCATTCAAAC
ACATTGCTGAGTACAAGGCTGGCATTGTTCCTGTTGCATATCGTAGGGTTTCATGC
AAGAAGCAAGGAGGTATCAAGTTTACCATTACTGGCACTCAACACTGGACTCTAG
TCACAATATGGAACGTAGGTGGTGCTGGAGATATATCACACGTCGAAGTGAAGG
GTGATAACAAGTTGAATTGGACACCATTGCATAAAAATTGGGGTTCAAAATGGCA
AACAAGTTGCAGCCTTGAAGAAGAGAGCCTCACTTTTAAAGTTACCACAAGTGAT



GGCAGATTCGTTATCTCACCGAATGTTACCCCAAACAAGTATTGGAAATATGGCC
AGACTTTTGAGGGCCTCAACTTCCGCTAA

Nucleotide
>CcIEXPA-12

ACAAAATACACAATAATTTAAGCTAGACATTCAAAGGCATAGCCAACCCCTTTTT
GTGTAAAAGGATAACCATGGCGTCGCCTTTGAAAGCATTGTCATCAGCAGCTGTG
TTGATGCTGCTTTTAGCTGCTGCTACATTGCCCAATTTTGGTGAAAGTCACCAACA
ACAAAATGGGGGAAAACATCGCGGACGTCGTCATCATCACAGACACAACAAGCC
TTGGGTTCCTCATCACAAGGGACATCAACATAAAAGGAAGCCAGTGCATGAACA
GCCACAGCCAGTACAGCCACAACCACACCCAGCACAGCCGGTAGAGCCGGTACA
GCAACAGCCGCAGCCAGTACAGCCACAGCCAGTGCAGTCGCAGCCACAGCTACA
GCCGCAGCCAGTCCAGCCGATGCCTGTGGAGCACCTTCCCCCGGTACTACCTGGA
GTGCCTATTGCAAAACCAACACATCCAGAACTTTCTTCCGCTGATAGAGAAGCAC
ATGAACATGATTTCAAGCCTGGCCCGTGGAAACACGCTCATGCCACCTTTTACAC
CGGAGACACCGGATCATTTGGTGGAGCTTGTGGTTACTCGGATGTTACAAGAGAA
GGATACGGTGAGGGAACAACAGCTTTGAGCACAACTTTGTTTCACAATGGGGCA
GCTTGTGGTGCTTGTTTTGAGATCAAATGTATTGACGACCCTAAATCTTGCATTCC
CGGGCAACCATCTCTCTTTGTCACAGCCACAAACTTTTGCCCACCAAATTTCCATC
AAGACGCTAACGATGGCGGTTGGTGCAATCCACCGCGTGAACATTTTGATATTGC
TTATCCGGCATTCAAACACATTGCTGAGTACAAGGCTGGCATTGTTCCTGTTGCAT
ATCGTAGGGTTTCATGCAAGAAGCAAGGAGGTATCAAGTTTACCATTACTGGCAC
TCAACACTGGACTCTAGTCACAATATGGAACGTAGGTGGTGCTGGAGATATATCA
CACGTCGAAGTGAAGGGTGATAACAAGTTGAATTGGACACCATTGCATAAAAAT
TGGGGTTCAAAATGGCAAACAAGTTGCAGCCTTGAAGAAGAGAGCCTCACTTTTA
AAGTTACCACAAGTGATGGCAGATTCGTTATCTCACCGAATGTTACCCCAAACAA
GTATTGGAAATATGGCCAGACTTTTGAGGGCCTCAACTTCCGCTAATTGAATTCA
AT



