
IDENTIFICATION 

Species: Linum usitatissimum 

Locus: Lus10003822 

Gene Model: Lus10003822 

Description: LusEXPA-31 

Family: Alpha Expansin  

3D structure: 

 
GENOME DATABASES 

Phytozome: https://phytozome-next.jgi.doe.gov/info/Lusitatissimum_v1_0  

KEGG: https://www.genome.jp/entry/D12016  

EXTERNAL RESOURCES 

- 

https://phytozome-next.jgi.doe.gov/info/Lusitatissimum_v1_0
https://www.genome.jp/entry/D12016


GENE STRUCTURE 

 

DOMAIN ARCHITECTURE 

 

SEQUENCES 

Peptide 

>LusEXPA-31 

MAISFLLLLILILFPPLVPYAASSPPQDSIPSSSSSNDWLSARATFYAASDPRDAVGGAC

GYGDLVKAGYGLATVGLSESLFARGQICGACFELRCVDDLRWCIPGTSIIVTATNFCA

PNYGFDSDGGGRCNPPNRHFVLPIEAFEKVAVWKAGNMPVQYRRIKCRKEGGIRYTI

SGSSIFISVLISNVAGAGDINAVKIKGSRTGWLPMGRNWGQNWHINADLRNQPLSFEV

TSSDGQTVTSYSVAPKDWSFGQTFEGNTRVYHKSCFRCHHCNNTLKLSNYCSFEGVL

YCKPHYNQTFKKTGSLEKSFEGIPKVAKPEKSIESENASKVSSLFAGTKEKCKECTKT

VYPIERVTVNNTWYHRKCFKCSHGGCTISPSNYIAYEGKLYCKHHHIQLFKEKGNYS

QLSGDDNDDGNTIVVDVAAAATVTAAA* 

CDS (coding sequence) 

>LusEXPA-31 

ATGGCGATCTCGTTTCTCCTCCTCCTTATCCTCATCCTCTTCCCGCCACTAGTTCCT

TACGCAGCTTCCTCTCCTCCGCAAGACAGCATCCCTTCTTCTTCCTCCTCAAACGA

CTGGCTTTCAGCTCGAGCAACCTTCTACGCAGCGTCGGACCCGCGGGACGCCGTC

GGCGGAGCATGCGGTTACGGAGACCTAGTCAAGGCAGGGTACGGACTCGCCACC

GTCGGCCTGAGCGAGTCACTGTTCGCCCGCGGCCAGATCTGCGGAGCATGCTTCG

AGCTCCGGTGCGTCGACGATCTACGCTGGTGTATCCCGGGAACTTCGATTATAGT

CACGGCGACGAACTTCTGCGCTCCGAATTACGGATTCGATTCCGACGGCGGCGGG

CGGTGTAACCCTCCGAATCGGCATTTTGTGCTTCCGATTGAGGCGTTTGAGAAGG

TCGCTGTTTGGAAGGCTGGGAATATGCCTGTTCAGTACCGGAGGATAAAGTGCAG

AAAAGAAGGCGGGATAAGGTACACGATATCTGGATCGAGCATCTTCATATCAGT

GCTGATTAGCAACGTTGCAGGAGCGGGAGACATCAATGCGGTGAAGATCAAAGG

GTCGAGGACCGGGTGGCTTCCCATGGGAAGGAATTGGGGACAGAACTGGCACAT

CAATGCCGACTTGAGAAACCAGCCGTTGTCGTTCGAGGTGACTAGTAGTGATGGC

CAGACTGTAACATCGTACAGTGTCGCCCCTAAAGATTGGAGCTTTGGGCAAACTT

TTGAAGGCAATACTCGTGTATATCACAAATCTTGCTTCAGATGCCACCACTGTAA

CAACACCCTTAAGTTGAGCAACTATTGTTCTTTCGAAGGAGTCCTCTATTGTAAGC

CTCACTATAACCAGACTTTCAAAAAAACCGGTAGCCTTGAGAAAAGTTTTGAAGG

AATTCCTAAAGTGGCAAAACCTGAAAAGTCTATCGAGAGTGAGAATGCGAGTAA

GGTGTCAAGCTTATTCGCGGGGACAAAAGAAAAATGCAAAGAGTGCACAAAAAC



TGTGTATCCAATTGAGAGGGTGACAGTGAACAATACATGGTACCACCGGAAGTGT

TTCAAGTGCAGCCACGGAGGATGCACCATAAGCCCGTCAAACTACATTGCATATG

AAGGAAAGTTGTATTGCAAACACCATCATATCCAATTGTTCAAGGAGAAGGGAA

ATTATAGCCAACTTAGCGGTGATGACAACGACGATGGCAATACCATCGTGGTGGA

TGTGGCAGCGGCAGCAACTGTTACCGCTGCTGCCTGA 

Nucleotide 

>LusEXPA-31 

ATGGCGATCTCGTTTCTCCTCCTCCTTATCCTCATCCTCTTCCCGCCACTAGTTCCT

TACGCAGCTTCCTCTCCTCCGCAAGACAGCATCCCTTCTTCTTCCTCCTCAAACGA

CTGGCTTTCAGCTCGAGCAACCTTCTACGCAGCGTCGGACCCGCGGGACGCCGTC

GGCGGAGCATGCGGTTACGGAGACCTAGTCAAGGCAGGGTACGGACTCGCCACC

GTCGGCCTGAGCGAGTCACTGTTCGCCCGCGGCCAGATCTGCGGAGCATGCTTCG

AGCTCCGGTGCGTCGACGATCTACGCTGGTGTATCCCGGGAACTTCGATTATAGT

CACGGCGACGAACTTCTGCGCTCCGAATTACGGATTCGATTCCGACGGCGGCGGG

CGGTGTAACCCTCCGAATCGGCATTTTGTGCTTCCGATTGAGGCGTTTGAGAAGG

TCGCTGTTTGGAAGGCTGGGAATATGCCTGTTCAGTACCGGAGGTGATATTCTGA

ATTCCTGCTATTTGTTTGATTTGGAGATGTTTGAATTGATTGGTTAGGATCTGTTT

GGAGATAGTTAAGGGTTCAGCTTGGTGCTGGATACTGAGATAGCAAGTTAGGGTT

TACGAAAATGGTGACTAAGGGGCTTTAAGGATTTGAAACTCTAATGACTTGAACT

CTGATAGGCCATTGAAGAACCATTAGTGCAGGGCATTCTATGGTTTCATATTCAC

CATTGGTTGGGAAATGATAGCTAATGATGTATGGTTTTTAATGGTGAAACGATGA

TCGAATTGTGATAGGATCGTTAGTAGAATTGGAAAGATTGATATTGAGCTTGAGT

TGGATCGACATTGGTGTGGGATGAGGTGGACCAAATTGGCGAATTCCAGTGTTTT

CTGTTGTGTTTGATCAGATGAATGAAGCTAAGTACTTTGTTCTTGCTAGAATTTGT

GATTGATAGAATCGCGACAGGAACGTAATAGGACTGTGTTGATTTAAGCTCAGAT

GATACGACGGAAAGGATATGCTTTCTCGATCACCCAAAAGATTGAGTCTTTTGAG

CTAATCATCAAAAACCAACGTGTGGAAATGCTATAATCTCGAGGTCGAAGGGAA

CCCATATCTGGTTTTTGAAACATGCTTATGTTTCTTGTCTCTATTTCCCCTCCCCAG

GATAAAGTGCAGAAAAGAAGGCGGGATAAGGTACACGATATCTGGATCGAGCAT

CTTCATATCAGTGCTGATTAGCAACGTTGCAGGAGCGGGAGACATCAATGCGGTG

AAGATCAAAGGGTCGAGGACCGGGTGGCTTCCCATGGGAAGGAATTGGGGACAG

AACTGGCACATCAATGCCGACTTGAGAAACCAGCCGTTGTCGTTCGAGGTGACTA

GTAGTGATGGCCAGACTGTAACATCGTACAGTGTCGCCCCTAAAGATTGGAGCTT

TGGGCAAACTTTTGAAGGCAGTAAGCAGTTAGTAGCTTAACAAAGTTCTGCCCTT

TTCTTTCCTGTTGTATTTTTAGACGATGTATAGAGTGGTAATGTATTCATAACTAT

TATTATTAGTGGGAAATGTTGAATGCCGGGGGGAGCGGGTTCAGGATCGAACGT

GACTTTGAGTCCAAGTCGGGTTCGAAACAAGTAGGCCGGAAATTTTTTATGTACC

ATCGATATGTAACGTATTCTGCTGTTTCCTAATGTATGGGAAGTGACTCTATGTCC

AATCTTAGAATGAACCACCCACGAGCTTAAATTCCGAAATTTCAGCCTAGGGATG

ATTTCTATTTGACTGTGCTATCCCCATTTTTCATTGACAATGAAATATTCAAACTC

ATCACAATTAGAAAGATTAACATGATTAAGAAGAATCAATCTATTTTCAAACAAC

TTCTAACAAACTTCTTTCTAAAAATGAAAAATACTCCCAAAATATCCAATTCGATT

TAGTTTTGCCATTAATAATTTAGTCCTTTTGTTGTTTAAAAGGGGGAGAGATGAAG

ATAAACGAAAACAAGGAATTAAAAATAAGGAGTTTAAGAGAGAGGGAGAGCCC

GAGAAGAGAAAGGAAAGAGGTACAGAAAGTGCTTTTCTGTTCTTTTTCCTATATT



TGTTGTTCTTCTTCTGTAAGGGTTTCTCTCTCTCTCTACTCTTCTATAATGGCCACA

TTCGTAGGAACCCAACAGAAATGTACGACTTGCGACAAAACAGTGTATCTTGTTG

ATAAATTGGTCGCAGATACTCGTGTATATCACAAATCTTGCTTCAGATGCCACCA

CTGTAACAACACCCTTAAGGTATGACCAAAATGATGTAAGATTTTTGAAAATTTT

AGAAATTTGTTCAATGATCTAACAATTATTACTGTTTTGTAGTTGAGCAACTATTG

TTCTTTCGAAGGAGTCCTCTATTGTAAGCCTCACTATAACCAGACTTTCAAAAAA

ACCGGTAGCCTTGAGAAAAGTTTTGAAGGTTTTTAAAACACATCATAAGTATCTC

TATGTTCACTATGAAAATCAACATGATCTAAAGTCGATATATATTTTTTTTGTTGC

TTTTAGGAATTCCTAAAGTGGCAAAACCTGAAAAGTCTATCGAGAGTGAGGTAAG

TTAATTTTTTTCATGAAAAATCAACTTGAAAATTATTTGTAATGACATTCCTCCAT

ATTATGATTCGAATAAAATTGCAGAATGCGAGTAAGGTGTCAAGCTTATTCGCGG

GGACAAAAGAAAAATGCAAAGAGTGCACAAAAACTGTGTATCCAATTGAGAGGG

TGACAGTGAACAATACATGGTACCACCGGAAGTGTTTCAAGTGCAGCCACGGAG

GATGCACCATAAGCCCGTCAAACTACATTGCATATGAAGGAAAGTTGTATTGCAA

ACACCATCATATCCAATTGTTCAAGGAGAAGGGAAATTATAGCCAACTTAGCGGT

GATGACAACGACGATGGCAATACCATCGTGGTGGATGTGGCAGCGGCAGCAACT

GTTACCGCTGCTGCCTGA 




