
IDENTIFICATION 

Species: Miscanthus sinensis 

Locus: Misin09G151000 

Gene Model: Misin09G151000.1.p 

Description: McsEXPA-47 

Family: Alpha Expansin  

3D structure: 

 
GENOME DATABASES 

Phytozome: https://phytozome-next.jgi.doe.gov/info/Msinensis_v7_1  

KEGG:- 

EXTERNAL RESOURCES 

https://grass-genome-hub.southgreen.fr/Genomeassembly/47213  

https://phytozome-next.jgi.doe.gov/info/Msinensis_v7_1
https://grass-genome-hub.southgreen.fr/Genomeassembly/47213


GENE STRUCTURE 

 

DOMAIN ARCHITECTURE 

 

SEQUENCES 

Peptide 

>McsEXPA-47 

MAASRWTGTFYGGRDGSDTTDGGSCGYKGELGKDYGALTAAVGPSLYSNGVGCGA

CYELKGTKGTVVVTATNQAPPPVSGQKGEHFDLTMPTFLKIAEEKAGIVPITYRKVA

CVRQRDIRYMITGNPHYNMVMVTNVGGVGDVVGLLVKGNKRVKWTLMKRSWGQ

LWMTEVDLTGESLTFRVMTGDHRKATSWHVVPRDSKFDKMYQATKNF* 

CDS (coding sequence) 

>McsEXPA-47 

ATGGCCGCCTCCCGCTGGACGGGGACGTTCTACGGCGGGCGTGACGGGTCCGAC

ACCACGGACGGCGGCTCGTGCGGGTACAAGGGCGAGCTAGGAAAAGACTACGGC

GCGCTGACGGCGGCCGTGGGCCCGTCACTGTACAGCAACGGGGTCGGGTGCGGC

GCGTGCTACGAGCTCAAGGGCACCAAGGGCACCGTGGTGGTGACGGCCACCAAC

CAGGCCCCGCCGCCGGTGAGCGGGCAGAAGGGCGAGCACTTCGACCTCACCATG

CCGACGTTCCTCAAGATCGCCGAGGAGAAGGCTGGCATCGTGCCCATCACCTACC

GCAAGGTGGCGTGCGTGAGGCAACGCGACATCCGGTACATGATCACGGGGAACC

CGCACTACAACATGGTGATGGTGACGAACGTCGGCGGCGTCGGGGACGTGGTGG

GGCTGTTGGTGAAGGGCAACAAGCGCGTCAAGTGGACGCTGATGAAGCGCAGCT

GGGGCCAGCTCTGGATGACGGAGGTTGACCTCACCGGCGAGTCGCTGACGTTCCG

CGTCATGACCGGCGACCACCGCAAGGCCACCTCCTGGCACGTCGTGCCCCGCGAC

TCGAAGTTCGACAAGATGTACCAGGCCACCAAGAACTTCTAG 

Nucleotide 

>McsEXPA-47 

ATGGCCGCCTCCCGCTGTAGCTCGACGGGCGTGGGGCGGTACGGGGATAGGGAC

GGGGACGTTCTACGGCGGGCGTGACGGGTCCGACACCACGGACGGCGGCTCGTG

CGGGTACAAGGGCGAGCTAGGAAAAGACTACGGCGCGCTGACGGCGGCCGTGGG

CCCGTCACTGTACAGCAACGGGGTCGGGTGCGGCGCGTGCTACGAGCTCAAGGG

CACCAAGGGCACCGTGGTGGTGACGGCCACCAACCAGGCCCCGCCGCCGGTGAG

CGGGCAGAAGGGCGAGCACTTCGACCTCACCATGCCGACGTTCCTCAAGATCGCC

GAGGAGAAGGCTGGCATCGTGCCCATCACCTACCGCAAGTACGTAGTTGTAGTGC

AGCACTTCCGTATGCATGCGCATCATCTACTGATCTACGTACAAACAATTGACAC



ACGCATATGCAGGGTGGCGTGCGTGAGGCAACGCGACATCCGGTACATGATCAC

GGGGAACCCGCACTACAACATGGTGATGGTGACGAACGTCGGCGGCGTCGGGGA

CGTGGTGGGGCTGTTGGTGAAGGGCAACAAGCGCGTCAAGTGGACGCTGATGAA

GCGCAGCTGGGGCCAGCTCTGGATGACGGAGGTTGACCTCACCGGCGAGTCGCT

GACGTTCCGCGTCATGACCGGCGACCACCGCAAGGCCACCTCCTGGCACGTCGTG

CCCCGCGACTCGAAGTTCGACAAGATGTACCAGGCCACCAAGAACTTCTAG 




