IDENTIFICATION

Species: Sorghum bicolor

Locus: Sobic.010G121800

Gene Model: Sobic.010G121800.1.p
Description: SbEXPB-43

Family: Beta Expansin

3D structure:

GENOME DATABASES
Phytozome: https://phytozome-next.jgi.doe.gov/info/Sbicolor v3 1 1
KEGG: https://www.genome.jp/entry/T01086

EXTERNAL RESOURCES



https://phytozome-next.jgi.doe.gov/info/Sbicolor_v3_1_1
https://www.genome.jp/entry/T01086
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DOMAIN ARCHITECTURE

5 100 125 150 175 200 225 250 260
Lol L ]

Query seq.

specific hits

Superfanilies

PLNOO193
DPBB_R1pA_EXP_N-like superfamily

List of domain hits o
Name Accession Description Interval  E-value
|+] DPBB_EXPB_N cd22275 N-terminal double-psi beta-barrel fold domain of the beta-expansin subfamily, Beta-expansing 30-152 2.62e-76
[+] PLND0193 super family 133423 expansin-A; Provisional 9256 3.04e-31
Peptide

>ShEXPB-43

MGSKQQIGVVVVLSCFIAISALAFRPCAAWSDAGATWYGPANGAGSDGGACGYQG
AVHQPPFSSMITAGSNSIYQDGKGCGTCYQVKCTGHQSCSGSPVTVVLTDQCPGACQ
SEPVHFDLSGTAFGAMAKPGQADQLRNVGRLPVQYTRVPCNWNGVDVAFRVDAGS
NANYLAMAIEYEAGDGDLRAVELQNGAAAWAPMERSWGAVWRYQSSGSSLQAAP
LSVRLTSGSGKTLVASGVIPAGWQPGNTYRSVVNFGGN*

CDS (coding sequence)
>ShEXPB-43

ATGGGTTCCAAGCAGCAGATCGGGGTGGTCGTCGTCTTGTCATGCTTCATTGCCA
TCAGTGCTCTCGCCTTCCGTCCCTGCGCAGCCTGGTCGGATGCCGGCGCCACCTG
GTACGGCCCTGCCAACGGCGCTGGGAGCGATGGTGGTGCGTGTGGGTACCAGGG
TGCCGTCCACCAGCCGCCCTTCTCGTCAATGATCACCGCCGGCAGCAATTCCATCT
ACCAGGACGGCAAGGGCTGCGGCACCTGCTACCAGGTGAAGTGCACCGGACACC
AGTCGTGCTCCGGCAGCCCGGTGACAGTGGTCCTCACTGACCAGTGCCCCGGCGC
GTGCCAGTCCGAGCCCGTCCACTTCGACCTCAGCGGGACGGCGTTCGGTGCCATG
GCGAAACCCGGCCAGGCCGACCAGCTCCGAAACGTCGGCCGCCTCCCAGTCCAG
TACACTCGGGTGCCGTGCAACTGGAACGGCGTGGACGTGGCCTTCAGGGTGGAC
GCCGGCTCGAACGCCAACTACCTGGCCATGGCCATCGAGTACGAGGCCGGGGAC
GGGGACCTGCGCGCCGTGGAGCTGCAGAATGGCGCGGCGGLCGTGGGCGCCCATG
GAGCGCTCCTGGGGCGCGGTGTGGCGGTACCAGTCGTCCGGCTCCAGTCTGCAGG
CGGCCCCCCTGTCTGTCCGCCTCACCTCCGGCTCCGGCAAGACCCTCGTCGCCAG
CGGCGTCATCCCCGCCGGATGGCAGCCCGGCAACACCTACCGCTCCGTCGTCAAC
TTCGGAGGAAACTGA

Nucleotide
>ShEXPB-43

ACCGTACGTGACTAAGGAAAACTCAAGCAAGCAACGTCAATGACCTTTATTTCTC
AGCTGCGCCGTGGAAGATGTATGTACGTACAGGCCGGCTATAAATACATGGCTTG
GTACCACGCACCACCCCGCATCTCCTATAGTAGCCCTCCTAGCTAGATCATTGGA



TACATAGCCAGGCCAACAGATCGGCTTCCGGCATGGGTTCCAAGCAGCAGATCG
GGGTGGTCGTCGTCTTGTCATGCTTCATTGCCATCAGTGCTCTCGCCTTCCGTCCC
TGCGCAGCCTGGTCGGATGCCGGCGCCACCTGGTACGGCCCTGCCAACGGCGCTG
GGAGCGATGGTGCGTAAGTTCTCGTGTGTGTGCATTACCATGCATGCATGTGTAT
GTACACGTTTTTTCATTGCGAATGCAGCATATATGCCTTTGATATATACTATGATG
ACAGACGTCAATGCATGCATGGTTTAATCTATCTTTGTGTTGGTATATATATACTG
TAGGTGGTGCGTGTGGGTACCAGGGTGCCGTCCACCAGCCGCCCTTCTCGTCAAT
GATCACCGCCGGCAGCAATTCCATCTACCAGGACGGCAAGGGCTGCGGCACCTG
CTACCAGGTATTACGTTCATGCATCGTCTATCGGTTCATGCAGTGCAAGCGTATGC
ATGGATAATCTAGCTAAGATTACTAGCTACTAATTGTTGGGTTTGCGCCTTGTTGT
ACTACACATATACGTACTTCTCCAGGTGAAGTGCACCGGACACCAGTCGTGCTCC
GGCAGCCCGGTGACAGTGGTCCTCACTGACCAGTGCCCCGGCGCGTGCCAGTCCG
AGCCCGTCCACTTCGACCTCAGCGGGACGGCGTTCGGTGCCATGGCGAAACCCGG
CCAGGCCGACCAGCTCCGAAACGTCGGCCGCCTCCCAGTCCAGTACACTCGGTAA
GTGATAGTACTATATGCCTCTCACTGCTAGCTAGCTTGCCTTGCACCGTCGTCGTC
CGTCCGTCGTCATCGCAGCCGATGACGCACCTGACTTGGCGCTGTCTGCACTGCA
GGGTGCCGTGCAACTGGAACGGCGTGGACGTGGCCTTCAGGGTGGACGCCGGCT
CGAACGCCAACTACCTGGCCATGGCCATCGAGTACGAGGCCGGGGACGGGGACC
TGCGCGCCGTGGAGCTGCAGAATGGCGCGGCGGCGTGGGCGCCCATGGAGCGCT
CCTGGGGCGCGGTGTGGCGGTACCAGTCGTCCGGCTCCAGTCTGCAGGLCGGLCCC
CCTGTCTGTCCGCCTCACCTCCGGCTCCGGCAAGACCCTCGTCGCCAGCGGLCGTC
ATCCCCGCCGGATGGCAGCCCGGCAACACCTACCGCTCCGTCGTCAACTTCGGAG
GAAACTGACGGACGATATTATATATATTAATTAATTGTTATACGTACTCATGTTAT
GTCTCAAATCCAAATAAGATGAAGCATGTGGCCTGCATGCTAGATCATATCTGAT
CTTGTCTCTGTTGATGCTGATCAGCCAATGGATAATTGTCGATCGGAAGCTCAAC
ATATATAAATATAATATAATGCAATTACTGGAAATA



