IDENTIFICATION

Species: Sesamum indicum
Locus: XP_011087744

Gene Model: XP_011087744.1
Description: SInEXPA-16
Family: Alpha Expansin

3D structure:

GENOME DATABASES
NCBI: https://www.nchi.nlm.nih.gov/genome/?term=Sesamum+indicum%5Borgn%5D
KEGG: https://www.genome.jp/entry/qn: T04135

EXTERNAL RESOURCES



https://www.ncbi.nlm.nih.gov/genome/?term=Sesamum+indicum%5Borgn%5D
https://www.genome.jp/entry/gn:T04135

GENE STRUCTURE

SinEXPA-16

L 1 1 1 1
obp 5000ty 1000bp 15000 2kt

Legend:

CDS s upstreamy downstream

DOMAIN ARCHITECTURE

100 125 150 175 200 28 250 278 302
S M S T S N S T S S T T ST WO SN S SN SO T T SO SN S (SN TSN Sk AT ST TN A TSN TN AT SN SO S SN AT ST N S MUY P

Query seq,
Superfanilies PLNOOOS50

Name Accession Description Interval E-value
[+ PLN00050 super family cl31535 expansin A; Provisional 69-300 2.00e-92
SEQUENCES

Peptide

>SIinEXPA-16

MKSQELIKQLHHIKKRTPLFTPSSPSFHTPPLFTMPTGRRRLLMFLSLSLSALLVRSHYF
PSTPSAAQSDWKSARATYYAAADPIDAVGGACGYGDLEKNGYGKATAALSTVLFEK
GQICGACFEIRCVEDLRWCIPGTSIIVTTSITVTATNFCAPNYGFEADGGGRCNPPNSHF
VLPIESFEKIAIWKASNMPVQYRRIRCRKEGGVRFTIGGAGIFLSVLISNVAGAGDVAA
VKIKGSRTGWLPMGRNWGQNWHINADLKNQPLSFEITSSDGVTLTSYNVAPKNWEF

GQTFEGKQFES

CDS (coding sequence)
>SIinEXPA-16

GTATGAAATAATGAAAAGCCAAGAACTCATAAAGCAACTCCACCATATCAAAAA
AAGAACTCCACTCTTCACTCCCTCTTCCCCCTCCTTTCACACTCCACCACTCTTCAC
AATGCCAACAGGGCGCCGCCGCCTCCTTATGTTCCTTTCTCTCTCACTCTCGGCGC
TCCTCGTCCGCTCCCACTACTTCCCCTCTACTCCCTCTGCTGCTCAGTCCGACTGG
AAGTCCGCCCGCGCTACCTACTATGCTGCCGCCGACCCCATCGACGCTGTTGGCG
GCGCTTGCGGCTACGGAGACTTGGAAAAGAACGGATACGGCAAGGCCACCGCTG
CTCTCAGCACCGTCCTCTTCGAGAAGGGCCAGATCTGCGGCGCCTGTTTTGAAAT
CCGCTGCGTGGAGGACCTCCGATGGTGCATCCCCGGCACTTCCATCATCGTCACC
ACTTCCATCACGGTCACCGCCACCAATTTCTGCGCCCCCAACTACGGGTTCGAGG
CCGACGGCGGCGGCCGGTGCAACCCCCCGAACTCGCATTTCGTGCTCCCCATAGA
GTCGTTTGAGAAGATCGCTATTTGGAAGGCGTCTAATATGCCTGTGCAGTACCGA
AGAATCAGGTGTAGGAAGGAGGGAGGAGTGCGATTCACCATCGGCGGCGCTGGA
ATATTCCTGTCGGTGCTGATAAGCAACGTCGCCGGCGCCGGAGATGTAGCGGCGG
TGAAAATCAAGGGATCTCGTACGGGGTGGCTTCCGATGGGGAGAAATTGGGGGC
AAAACTGGCACATAAACGCGGATTTAAAGAACCAACCGCTGTCGTTTGAAATTAC
GAGCAGCGATGGAGTTACACTAACATCATACAATGTAGCCCCCAAAAACTGGGA
ATTCGGGCAAACATTCGAAGGTAAGCAGTTCGAATCGTAGGAGTTTGATGAGGTT
GGTTGTGTCTAGTGTAGGGGCCTAGGCTCAAGTCTTGGCCTAATTTTTCTTGTACT
GCATATTGTAGTGTCTTACTCTAATTTTCTGACACGTCCAAGAAAACCACCTGAG
AAAGAACATTTGATCATCATCTCCACATGTGCACTTTTTGCAGCGTAAAACCTCA
ATCTATCAGAAGAGTATATGTTGCATCTTACCAAATATTTCATTACTCCATGGGAG



CTGCAAATGTTTAAATTTGAGTTGGCGTCATGTATTGTATTTTTGTCTTTATACAC
ACATTACTCGAGTAAAATACTTAATATTTAAATA

Nucleotide
>SIinEXPA-16

TTTAACCAATTTCAATATAAGAAAATTTTAATTTGATTAGGTTGGATTTTAGCAAA
GGAACCCCCTCTAACAATAAGAATTGGTACTGAATCCAAAACCTTGATACAAGGG
AGAAAAGATGATGATGCTAAATAACCAATTTGATTGCTAAATTATGAACGTCCAA
GAAATTGCAATTAAGAGTTGAGTGATTATGTATTTTTATTGTAGTGTTAATTTTAT
TATATGTTTGAAAAATTAAAATTATAATTATAATAACAATAGTTTGAGGTACATT
CGTATCTCCGTATTCATACAACAAAAGATGGTAAATCATCAATCATCATGGATAC
ATGTACATTTCTTGAGTGATTGAAGCACACTTGATATCGTGTTACAATTTTCTACA
CAATCAGTACATGAAATCATCGAATTTAACCACCAATCAAGGGAAATATTTGGCC
TAATCAAAGCGCAATTATTCTCAAATATTACCAAGTTAAAAACGACAATCGCTTG
TATATTTAAATATTAAGTATTTTACTCGAGTAATGTGTGTATAAAGACAAAAATA
CAATACATGACGCCAACTCAAATTTAAACATTTGCAGCTCCCATGGAGTAATGAA
ATATTTGGTAAGATGCAACATATACTCTTCTGATAGATTGAGGTTTTACGCTGCAA
AAAGTGCACATGTGGAGATGATGATCAAATGTTCTTTCTCAGGTGGTTTTCTTGG
ACGTGTCAGAAAATTAGAGTAAGACACTACAATATGCAGTACAAGAAAAATTAG
GCCAAGACTTGAGCCTAGGCCCCTACACTAGACACAACCAACCTCATCAAACTCC
TACGATTCGAACTGCTTACCTTCGAATGTTTGCCCGAATTCCCAGTTTTTGGGGGC
TACATTGTATGATGTTAGTGTAACTCCATCGCTGCTCGTAATTTCAAACGACAGCG
GTTGGTTCTTTAAATCCGCGTTTATGTGCCAGTTTTGCCCCCAATTTCTCCCCATCG
GAAGCCACCCCGTACGAGATCCCTTGATTTTCACCGCCGCTACATCTCCGGCGCC
GGCGACGTTGCTTATCAGCACCGACAGGAATATTCCAGCGCCGCCGATGGTGAAT
CGCACTCCTCCCTCCTTCCTACACCTGATTCTTCGGTACTGCACAGGCATATTAGA
CGCCTTCCAAATAGCGATCTTCTCAAACGACTCTATGGGGAGCACGAAATGCGAG
TTCGGGGGGTTGCACCGGCCGCCGCCGTCGGCCTCGAACCCGTAGTTGGGGGCGC
AGAAATTGGTGGCGGTGACCGTGATGGAAGTGGTGACGATGATGGAAGTGCCGG
GGATGCACCATCGGAGGTCCTCCACGCAGCGGATTTCAAAACAGGCGCCGCAGA
TCTGGCCCTTCTCGAAGAGGACGGTGCTGAGAGCAGCGGTGGCCTTGCCGTATCC
GTTCTTTTCCAAGTCTCCGTAGCCGCAAGCGCCGCCAACAGCGTCGATGGGGTCG
GCGGCAGCATAGTAGGTAGCGCGGGCGGACTTCCAGTCGGACTGAGCAGCAGAG
GGAGTAGAGGGGAAGTAGTGGGAGCGGACGAGGAGCGCCGAGAGTGAGAGAGA
AAGGAACATAAGGAGGCGGCGGCGCCCTGTTGGCATTGTGAAGAGTGGTGGAGT
GTGAAAGGAGGGGGAAGAGGGAGTGAAGAGTGGAGTTCTTTTTTTGATATGGTG
GAGTTGCTTTATGAGTTCTTGGCTTTTCATTATTTCATACTTATGCTACTTTCTTAA
GTTGAAATTAAAGGCTTTGTTTTGTGGGAATGAAATTGAAAACACAGGGAGGGA
AAATTATTACCTAAATATGTTTCCTCAACTCCAATTAATTATAGAATAAATACAAT
ATATTTTGTATAATTGATTATTTTTTTTAAATTATACATAAATTAAATTATGAGTAT
ATTATATTTATCATATAATTAATTTAATTTCAACCAAACTTATACGACAGTATAGA
AAGGTCTAGTGACTATGTGTTGTGATTAGTGCAATATATATATAGATAGATAGAT
AGATCATGTAGATGTGTAATGGTAAATGGAAAACAGTGGTGTGTGCATGATGAA
GAATGGCCACAAAAGAATCAGCTATGGCTTTTTGGCAATTAGTTGAGCAAAGAAT
TGATTTAGTGAGTGAGGAAGGGGGTTGGGCTGCTGTTTCCTAAGATTTAATAATT
GCGGGAAGAGATAGTTCTGAATTGACGCAACCTAAAATCTC



