IDENTIFICATION
Species: Linum usitatissimum
Locus: Lus10011013

Gene Model: Lus10011013
Description: LuseXLB-05
Family: Expansin Like Beta

3D structure:

GENOME DATABASES
Phytozome: https://phytozome-next.jgi.doe.gov/info/Lusitatissimum_v1 0
KEGG: https://www.genome.jp/entry/D12016

EXTERNAL RESOURCES



https://phytozome-next.jgi.doe.gov/info/Lusitatissimum_v1_0
https://www.genome.jp/entry/D12016

GENE STRUCTURE

LusEXLE-05

| L 1 1 1 1 1 1 1
Obp 3(0bp 300bp B0bp B00hD 100D 130000 140000 16006p

Legend:

Exon — Intron

DOMAIN ARCHITECTURE
—— —

Superfanilies PLNG5023

Name Accession Description Interval E-value
[+ PLNO3023 super family cl33621 Expansin-like B1; Provisional 2-236 1.28e-147
SEQUENCES

Peptide

>LuseXLB-05

MILAIWPKSTFGDDYVYSRATFYGSPDCLGTPTGACGYGEFGRNVNDANVAGVSKL
WKNGTGCGNCYQVRCKAPNVCNENGVNIVVTDHGEGDHTDFILSPRAY GRMARPE
YAAELYKYGVVDVEYKRIPCKYAASNVLFKVNEHSKYPDYLAIVLLYQGGEYDVVA
AEIWQEDCKQWRGMRKAYGAVWDVVSPPKGAITLRFQVMSSVEVTWIEAKSVIPNE
WKAGATYDSTVQLN*

CDS (coding sequence)
>LuseEXLB-05

ATGATTTTGGCCATTTGGCCAAAATCCACCTTTGGGGATGATTATGTCTACTCAAG
AGCCACTTTCTATGGCAGTCCTGATTGCCTGGGGACTCCAACTGGTGCTTGTGGGT
ATGGTGAATTTGGCAGGAATGTGAATGATGCCAACGTGGCTGGTGTCTCTAAGCT
CTGGAAGAATGGCACTGGCTGCGGTAATTGCTACCAGGTGAGGTGCAAGGCACC
AAATGTGTGCAATGAGAATGGAGTGAACATAGTGGTGACCGACCACGGCGAGGG
TGACCACACCGACTTCATCCTGAGCCCGCGGGCCTACGGACGAATGGCCCGACCT
GAGTACGCGGCCGAGCTCTACAAATATGGCGTTGTAGATGTCGAGTACAAACGTA
TCCCTTGCAAGTATGCTGCCTCCAATGTCTTGTTCAAGGTCAATGAGCATAGCAA
GTACCCTGACTACTTGGCCATTGTGCTTCTGTACCAAGGGGGCGAATACGACGTC
GTTGCTGCTGAAATCTGGCAGGAGGACTGCAAGCAGTGGAGGGGGATGAGGAAG
GCGTATGGGGCGGTGTGGGACGTGGTCTCGCCACCAAAAGGAGCCATAACACTA
AGGTTCCAAGTGATGAGCAGTGTGGAAGTGACTTGGATCGAGGCTAAGAGCGTC
ATCCCTAATGAATGGAAAGCTGGTGCCACTTATGATTCAACCGTGCAACTCAACT
AA

Nucleotide
>LusEXLB-05

ATGATTTTGGCCATTTGGCCAAAATCCACCTTTGGGGATGATTATGTCTACTCAAG
AGCCACTTTCTATGGCAGTCCTGATTGCCTGGGGACTCCAAGTATGTATATTTTCT
CAATTAATTACTTACATGTCACCATTCTTAACAACCATTACATTTTAGTAATTTGA
ATGCTTGGGGAGTACTAAGTTCAAAAGTCAGTTTTATATTATTTGTTTACATGCCC
CCTTAAAAGAAGGCTCTTCGAAGAGCTCAGGTTTGCACATCTTCGGTAAGTCTTG
TACAACAGATATTGAGGCCTATCGGGATCTGAAACCAAGACCTCACGGTCATCAA



AGGCTTGCCGATACGATGCGAAGAGCCATTGTCAAGCACAGTTACGTCCCAATAA
TTCAAATTGTTGGGAGATGAGTTCAAGAGCTCTAGCGAAGAGTCTAAAGTTTTCA
CAATATTGATAAATCTTGTGCAACACATTGTCGACTACTAGGATTCGTAACCAAG
ACTATTCAGTCATCCAAAGCTTTAATCCTATATAAAAAATCATTACATTTTAATAA
CTCGAATTGTTATGAGAAATTTTAAAATAGATATTTAGTTAATATAAATGTGACT
AAATATTGTCATTAAAAAAATAGATTTTGGTTCATTATTTTTGTGGGTTTTCAATT
TTTTTTTTTGCAGCTGGTGCTTGTGGGTATGGTGAATTTGGCAGGAATGTGAATGA
TGCCAACGTGGCTGGTGTCTCTAAGCTCTGGAAGAATGGCACTGGCTGCGGTAAT
TGCTACCAGGTAATCTAACAGCCCTCCAACTTTACGGCTAGCGTTATTAATCGAA
CCGATACGAACTGTTTAAAACCGAATTTAACTCTTAACTTCACCGATGTTTTTTTA
TTTATTTCCGTGTATAGGTGAGGTGCAAGGCACCAAATGTGTGCAATGAGAATGG
AGTGAACATAGTGGTGACCGACCACGGCGAGGGTGACCACACCGACTTCATCCT
GAGCCCGCGGGCCTACGGACGAATGGCCCGACCTGAGTACGCGGCCGAGCTCTA
CAAATATGGCGTTGTAGATGTCGAGTACAAACGTATCCCTTGCAAGTATGCTGCC
TCCAATGTCTTGTTCAAGGTCAATGAGCATAGCAAGTACCCTGACTACTTGGCCA
TTGTGCTTCTGTACCAAGGGGGCGAATACGACGTCGTTGCTGCTGAAATCTGGCA
GGTTTGTAAACTATAATAATAAAAATAATAATAATAATCCCCCTTTATTTAATTTC
GTAGATATAATTCTACTATGAACTATTTTTTATTATATTTTCTTAAAATTTTCCCCT
TTAAGTAAATTACTTTCTATACTGCACATTATTAAAATTAATGATTAACAATACTT
AACTTCATCCATGATTCTATAATCATATAATTCGAAAGGAAAATATCGACATATT
TTCTTGATTTTGATCATCCAGTTATATATTTTTTACCACTAACCACGAATCTGATCT
CCGATACGCTTTCCGATATAGGAGGACTGCAAGCAGTGGAGGGGGATGAGGAAG
GCGTATGGGGCGGTGTGGGACGTGGTCTCGCCACCAAAAGGAGCCATAACACTA
AGGTTCCAAGTGATGAGCAGTGTGGAAGTGACTTGGATCGAGGCTAAGAGCGTC
ATCCCTAATGAATGGAAAGCTGGTGCCACTTATGATTCAACCGTGCAACTCAACT
AA






