IDENTIFICATION

Species: Brachypodium distachyon
Locus: Bradi5g16497

Gene Model: Bradi5g16497.1.p
Description: BAEXPB-20
Family: Beta Expansin

3D structure:

GENOME DATABASES

Phytozome: https://phytozome-next.jgi.doe.gov/info/Bdistachyon _v3 1
KEGG: https://www.genome.jp/entry/T01717

EXTERNAL RESOURCES

https://brachypodium.org/
https://archive.gramene.org/species/brachypodium/brachypodium_intro.html
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GENE STRUCTURE
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Legend:
CDs s upstreamy downstream = Intron

DOMAIN ARCHITECTURE

Superfanilies PLN03023

4= Name Accession Description Interval E-value
[+] PLN03023 super family cl33621 Expansin-like B1; Provisional 46-266 2.07e-38
SEQUENCES

Peptide

>BdEXPB-20

MASSAPFLLCILLLASTASAALLFDGGKSAAKGKAAVDTEWRPATATWYGDAEGDG
STGGACGYGTLVDVVPMKARVGSVSPVLFKGGEGCGACYKVKCLDHGICSRRAVT
VIVTDECPGGLCGGGHTHFDLSGAAFSRMAVAGAGAHLRDRGQLSVVYRRTACKY
GGKNIAFHVNEGSTNFWLSLLVEFEDGEGDIGSMQLKQASSAQWLDMKHVWGATW
CMYGGPLAGPFSVRLTTLSAPKTLTARDVIPRNWAPRGTYTSRLNFEASL*

CDS (coding sequence)
>BdEXPB-20

ATGGCTTCCTCTGCCCCCTTCCTGCTCTGCATTCTGCTGCTCGCGTCCACGGCCTCT
GCCGCATTGCTGTTCGACGGCGGGAAATCGGCGGCGAAGGGCAAGGCGGCGGTC
GACACGGAGTGGCGGCCAGCCACCGCGACGTGGTACGGCGACGCCGAAGGCGAC
GGCAGCACCGGGGGCGCGTGCGGGTACGGGACGCTGGTGGACGTGGTGCCGATG
AAGGCGCGGGTGGGGTCGGTGAGCCCGGTGCTGTTCAAGGGCGGCGAGGGCTGC
GGAGCCTGCTACAAGGTGAAGTGCCTCGACCACGGCATCTGCTCGCGCCGLCGLLG
TCACGGTCATCGTCACCGACGAGTGCCCCGGCGGGCTCTGCGGCGGCGGCCACAC
CCACTTCGACCTCAGCGGCGCCGCCTTCAGCAGGATGGCCGTCGCCGGLCGLCCGGL
GCCCACCTCCGCGACCGCGGCCAGCTCTCCGTGGTCTACAGACGGACTGCCTGCA
AGTACGGAGGGAAGAACATAGCCTTCCATGTGAACGAGGGCTCGACGAACTTCT
GGCTCTCACTGCTCGTCGAGTTCGAGGACGGTGAGGGCGACATTGGATCCATGCA
GCTAAAGCAGGCGAGCTCGGCGCAGTGGCTGGACATGAAGCACGTGTGGGGCGC
CACGTGGTGCATGTACGGTGGCCCGCTCGCGGGGCCCTTCTCCGTGAGGCTGACC
ACGCTGTCCGCCCCGAAGACGCTCACGGCCCGGGACGTCATCCCCAGGAACTGG
GCCCCCAGAGGAACCTACACGTCCCGCCTCAACTTCGAAGCCTCTCTGTGA

Nucleotide
>BJEXPB-20

ACCATCGGCAAAACTGTCTGCTTAACGAGAGAAAACAAAGACGATTCTTCTTACC
AGCACAAACACACAAGTTAAAGTGTACTACTGCACGGTGATAATGGCTCTCGCAG
TCTCGCTGCAGTAATGCGAGTTTACGGGCCTCTCTCATTGCAGAAGTCATGGCCA
CCCATGACAAGCAATGAAGGCTCCTCCTCCACTTCCCATCAACGCACTGGTCACC



GGGCGCCCGCACTGGTCTCAGCAGTGGCGGAACTCACGGCTCCGGTTGTGTGCTC
GGCAGTTCCCACACACTCCTCTTTGTTCCGCTTGCTGCTTTCCACTATAAATCAGG
CCACCACCTTTCCGGTACGCTACTCCATCGCTCATCAGTCCCCATTCCCCTGCTTT
CCCCCCCTTTGTACTGTGTTGCCATTTGTACAGAGTTAGCCAACCCGGCAACGAA
GCCCTGAGCATTGGGGCTTGGGATTTCTCGAAGCCATAAAAGAGACGGAGAGCC
CCCAAAAAGAAGTCTACCAGCACGCCTGTCCAAGCAGCCGCAGCATAGCTGCTA
GCTAGTACTACAAGGAAAAGGAGGGGAAGGGCGAAGAAGGGGAAAGGAACCAG
TAGTGTGAGCCCGTCCCCAATGGCTTCCTCTGCCCCCTTCCTGCTCTGCATTCTGC
TGCTCGCGTCCACGGCCTCTGCCGCATTGCTGTTCGACGGCGGGAAATCGGCGGC
GAAGGGCAAGGCGGCGGTCGACACGGAGTGGCGGCCAGCCACCGCGACGTGGTA
CGGCGACGCCGAAGGCGACGGCAGCACCGGTAAAAAAGCTCTGAACTCGCCTCC
ATTCTCTGGATAAATTAGCTCTGCTGCCTCTGTGTCCATGAGTCCATAGGAGGAGT
AGTTAACCTCTTATTACTCGAAGCTACTAAACCGTTTGAGCAAATGTGCATGAAT
CAGTATTTAGCCATATATACTGCCCTGTTGCAGGATTTCCACTAACCCAGAGACA
GCAGCCAATGTGCATTTCTTTTTACTGTTTTTGAGATTGACAAATAGGATTGTTAA
CTGAAAATGATACTATTAACTAGGACTGCTAGATGCTATCAGAGCCGTCCCATTG
GCACGAGACGGTCTTTCATCTTCTCTAAAAATAGAAGTATTCCTCTGGTAAAAAG
AGCGATAAAAATATGAACGATTAGTTCTGCCCGTTGCGGCATTTCTGGCGCGACG
TCTGCGGATCCCATGAGATCCGAAGAGAATTTCCGGTGGGCCCCTGCTGTATGCG
AGCCCATTAGGCATCAGCGAGGCGCTCGGTCGCTTTACGATTCGTGCCCCCAGTT
TCTCAGTGCAACGACCGGCGAAGACGACCGTGTCAGGCCTTCCAATAACTCCATT
GCTCTGCTCGGTACCAACAAATGCGGAAATCGCTAAAATCTTCGTGGTAAATGCC
ATCTCTGGCTCCCTTCACACGCTCCACCGACACTCCTGGTAACTTTGATTTTTGCA
TCCGTAAATTCCAACAATCTACTCCAGTACGCTAGCTGTTCGCTGCATTTACACTC
ATCAGAAGCCAGAGCACCGCAGCTAGTCGTACCACCTGCAGTAGATCGGAGTAC
TACCTCGGTTCTGCCAACGAGCTGCATGCCAACTTACTTGACTGTGCGTTAATTTC
TGCGATTTTTCTCAGGGGGCGCGTGCGGGTACGGGACGCTGGTGGACGTGGTGCC
GATGAAGGCGCGGGTGGGGTCGGTGAGCCCGGTGCTGTTCAAGGGCGGCGAGGG
CTGCGGAGCCTGCTACAAGGTGAAGTGCCTCGACCACGGCATCTGCTCGLCGLCCGC
GCCGTCACGGTCATCGTCACCGACGAGTGCCCCGGCGGGLCTCTGLGGLGGLGGLL
ACACCCACTTCGACCTCAGCGGCGCCGCCTTCAGCAGGATGGCCGTCGCCGGLGL
CGGCGCCCACCTCCGCGACCGCGGCCAGCTCTCCGTGGTCTACAGACGGTGAGCC
CTCGTTACGCGTTCTTTCAGGTCTTTCCTGCGAACTTGATCTGATCAGTTAGTTAG
CTGGTTAGTAAACTACTTTTAATCAGCTTTGAGGCATGCCAGAGTGGACACGGAG
ACGCGGACAAAAGCTCCTTCACTCCCGGACTCGTGAAGTACTAAAATAGTATGAT
CGATCCGTGGACCGTTGTGGAAACATCGCTAGCTAGCTGAGGCTGTAGTAGTTTG
TTGCCCTGTCGTGTCTTCAAGCACACGGGAGGAATTAAATTGTCCAGGGGTTAAA
TGGGCTTGCAGCACCAGCTCATAGCTGTCTTGGGTCTGTGTGCTGTATCACAGTTA
CTCATGCCCTCTGCGTGATGTAACTCAGTCAGAGACTCAGAGGTGCGATATCCAT
TGTCAAGATTCCTGGTCAATTCCTCTAGATCCGTTCACCAGTCTCTCTGACAGTAG
AAAACCTGTCGTCTATTCCTCAAGAAAAGATAAAGAACTGTACCAGTCTCATCAG
TAGATTTCTGCAACTAGGAATAACGATTGGTTTAGTGAAGCCTAAGATTTCGTGT
TTCTTTTGTCTGATAGATTGATCAGTGCAGTGTACTTGTGTTTTGTATCAGGACTG
CCTGCAAGTACGGAGGGAAGAACATAGCCTTCCATGTGAACGAGGGCTCGACGA
ACTTCTGGCTCTCACTGCTCGTCGAGTTCGAGGACGGTGAGGGCGACATTGGATC
CATGCAGCTAAAGCAGGTACGTAACGAGAGGTCGTCTTCTTTTTCCAGAACTTGA
CATGACATGCTTCTTTACTTTCGTTCACTGCCTTTAATTTCCCCGTTGTCTAGCTAG




TAGTATCACATCAACAAAGGAAATGGGGAAATCTAGTTATCTTTATTTTGCCTTTC
ACTGCCTTCGAGTGGTGGGAACAAGCCGAGTGGGTACATGGGACGGATGTTCCGT
GGGCCGTGGGGTGCAATAGGACCGCAGATCGTTTCCTTTGCGAAAGCATGTGAGC
TCTCTTTCATCGTCCCTCCCTGCTCCATGTGGTTGAGGACATGTTCCACTGTTGGTT
GCTTTTACTTACCGTCATGCGCCATGCCTATGCTGGTGGCTAGCATAGCAAAGCA
ATGCCATCGTTGTTAGGTATCCGTGCTGTGATGTCCTCTGTAGAACAAGCTGAACT
TAGTAGAATCATCCATATGAAACTGACTGGTACAGTCGAATTTACAACAAGACAG
AGGTGACGGAGCGAAACAAAAAAAAGATATACTCCCGTAAGTAAGATCTACTGT
TTGCTCAATCTAAGCTCATACTCCATTCTAAAAGGAACAGCCATCAGACACAGAA
ATCCGCCACACGTGACCAAGAAAGCATGCTAGTAATACTTTCTTGCCCTGTCCTG
TCTACCACACAGGTCACAGAGTCTAGTCAAGATATCATTCGCTTTGCCTTATGATG
CCCATCCGGAACATAGTAGTATAAAGAATCCGATGTAAGTGCACATTGAGCAGC
AGCACCCAGTTGACAGCCCCCAAAGGCAAGCACATCAAAGCCTCCCCTTTCTCCC
GAAAATCCACTGCCCAATGATGCTTCCGCTTTAGCCCGGTCAATCGGTCCTTCAG
GACTAGACACTACACTCATGCTTTCAGGTTTGATTTAATCTGACACCCATCCCGCA
CGCTCTTGACTGGGTTGCGCGGCCTCGTAGTAGTATCCAGGGAATCGGGAGCACG
ATGCTGCTCTGTACATGTTGCCCTTGCGCTGTCTGCTGTCTGCTGTCTGCTTATTAC
TGTAGAGCCTATAGTTCGAGCTGCTGTAAATATCAGTATAACACGGGCGCTTACA
TGTACTTTCTTGATTCTTGACATCACAAATGGTGCGTGCAGGCGAGCTCGGCGCA
GTGGCTGGACATGAAGCACGTGTGGGGCGCCACGTGGTGCATGTACGGTGGCCC
GCTCGCGGGGCCCTTCTCCGTGAGGCTGACCACGCTGTCCGCCCCGAAGACGCTC
ACGGCCCGGGACGTCATCCCCAGGAACTGGGCCCCCAGAGGAACCTACACGTCC
CGCCTCAACTTCGAAGCCTCTCTGTGATGGACCGGACCGGACTGGGCCACGTTTT
ATCGGCCCGGATGGAGCCCGCCAAGTGGAGCAACAAATGCAGGCCCACATGGCA
GGCAAGCAGGAGTTCTGTTGGATGGACGAAGTAGATTTTGTTTACCGCGGATGTG
GTCTGTGATCATTAGATGATGCGTAGCGTAATGTGTGTTTAGCAGGAGTAGTTTG
GATCAGGAGCTGGGTGATCTGGCCCGAGCAAGCAGCCGTCCTCTCCAAAAGGAG
AGAGAGCGTTTGCTGCTTTTGCTTTGGAGGTTTTTCCTGCTGGGAATCAGATGCGG
AAGCCGATTGGACCGGAGGGTTTTGGACCCCTCTTGGTCGCCGCTCGCTCTTTTCA
TCTACCACTGCCTTTTTCTATTTGCGTGTTTGTTTTGTCTGTTAATTTGTTTACCAT
GGTTGAAGTGAAGGGATCGTGAGAAAATGTGT




