IDENTIFICATION

Species: Sorghum bicolor

Locus: Sobic.001G301400

Gene Model: Sobic.001G301400.1.p
Description: SbEXPB-10

Family: Beta Expansin

3D structure:

GENOME DATABASES
Phytozome: https://phytozome-next.jgi.doe.gov/info/Sbicolor v3 1 1
KEGG: https://www.genome.jp/entry/T01086

EXTERNAL RESOURCES



https://phytozome-next.jgi.doe.gov/info/Sbicolor_v3_1_1
https://www.genome.jp/entry/T01086
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DOMAIN ARCHITECTURE

Query seq.
Specific hits
- |
Superfanilies PLN00193
DPBB_R1pA_EXP_N-1ike superfamily

List of domain hits "
Name Accession Description Interval E-value
[+] DPBB_EXPB_N 122275 N-ferminal double-psi beta-barrel fold domain of the beta-expansin subfamily; Beta-expansing 35-158 1.70e-79
[+ PLN00193 super family 33423 expansin-A; Provisional 13-267 5578-25

MAAAVISISSKVAALAALFVVLAMSAEAASPNGGWLAAKATWYGAPNGAGPDDNG
GACGFKNTNQYPYMSMTSCGNEPLFKDGKGCGACYQIRCLNSTHDACSGRAKRVIIT
DMNYYPVSKYHFDLSGTAFGAMAKTGLNDKLRHAGIIDIQFRRVPCNYKGLSVNFR
VQVGSNPNYFAVLVQYAGKDGAVVQLDLMETSKATGKPTGVWTPMRVSWGAVW
RLDTKRPLQPPFSLRVRNGSGKTLVASNVIPANWKPMTDYPSNVQFPN*

CDS (coding sequence)
>ShEXPB-10

ATGGCCGCCGCCGTGATCTCCATCTCCTCAAAGGTGGCTGCACTCGCTGCACTGTT
CGTGGTGCTCGCCATGTCCGCCGAGGCGGCGAGCCCCAACGGCGGLCTGGLTGGL
AGCCAAGGCCACATGGTACGGCGCGCCCAACGGCGCAGGCCCTGACGACAACGG
TGGCGCGTGTGGGTTCAAGAACACCAACCAGTACCCGTACATGTCCATGACGTCG
TGCGGCAACGAGCCGCTGTTCAAGGACGGCAAGGGCTGCGGCGCATGCTACCAG
ATACGGTGCCTGAATAGCACCCACGACGCTTGCTCCGGCAGAGCGAAGCGTGTG
ATCATCACGGACATGAACTACTACCCGGTGTCCAAGTACCACTTCGACCTGAGCG
GCACGGCGTTCGGCGCCATGGCCAAGACCGGGCTGAACGACAAGCTCCGGCACG
CGGGCATCATCGACATCCAGTTCAGGCGGGTGCCCTGCAACTACAAGGGCCTGAG
CGTCAACTTCCGCGTCCAGGTGGGTTCCAACCCCAACTACTTCGCGGTGCTGGTG
CAGTACGCGGGCAAGGACGGCGCCGTGGTGCAGCTGGACCTGATGGAGACCAGC
AAGGCCACCGGCAAGCCGACGGGGGTGTGGACGCCGATGCGCGTGTCGTGGGGL
GCCGTCTGGCGCCTCGACACCAAGCGGCCCCTGCAGCCGCCCTTCTCGCTGCGCG
TTCGGAACGGCTCCGGCAAGACGCTGGTGGCCAGCAACGTCATCCCGGCCAACTG
GAAGCCGATGACCGACTACCCCTCCAACGTCCAGTTCCCTAATTAG

Nucleotide
>ShEXPB-10

TGCACCTCTAACACGGCAAGCCCGTCGTACGCGACGAGCCCAACGGCGACCCTTG
ATGCCAATTCGATCAACCCGGCCGGCTTTCGCCTGCCTATAAAACGCACCAGCAG
TGTCGTCCACCGATCGACCAAGAAAAACACCGACCGAACATCCAAGTACAAGTA



CACCACTCGCTACTCTTGAAAATTGTAGGTGATCGACTATAGCTGGTTCGATCGA
TCGAGCTGAGACGACGATGGCCGCCGCCGTGATCTCCATCTCCTCAAAGGTGGCT
GCACTCGCTGCACTGTTCGTGGTGCTCGCCATGTCCGCCGAGGCGGCGAGCCCCA
ACGGCGGCTGGCTGGCAGCCAAGGCCACATGGTACGGCGCGCCCAACGGCGCAG
GCCCTGACGACAACGGTACGTGCCTGCGTCCCACGCACACGGTGGGTGTTACAGT
ACTACCAATGCCCGTGTGCATGTCTGACGTTGTTGTGTCTGCAGGTGGCGCGTGT
GGGTTCAAGAACACCAACCAGTACCCGTACATGTCCATGACGTCGTGCGGCAACG
AGCCGCTGTTCAAGGACGGCAAGGGCTGCGGCGCATGCTACCAGGTAGTAGAGT
CTACTCTTCTACAAATAAATTAGTTAACCTAGACATAGTTAACTTGCAGTCCCTGG
TCAGTTAATTTGATCATCGCGGTCAACCGTAGCAGTAACCCCTTTAATATTCTCGT
ACCAATTGAAAATCCATCAGATACGGTGCCTGAATAGCACCCACGACGCTTGCTC
CGGCAGAGCGAAGCGTGTGATCATCACGGACATGAACTACTACCCGGTGTCCAA
GTACCACTTCGACCTGAGCGGCACGGCGTTCGGCGCCATGGCCAAGACCGGGCLTG
AACGACAAGCTCCGGCACGCGGGCATCATCGACATCCAGTTCAGGCGGGTGCCCT
GCAACTACAAGGGCCTGAGCGTCAACTTCCGCGTCCAGGTGGGTTCCAACCCCAA
CTACTTCGCGGTGCTGGTGCAGTACGCGGGCAAGGACGGCGCCGTGGTGCAGCTG
GACCTGATGGAGACCAGCAAGGCCACCGGCAAGCCGACGGGGGTGTGGALCGLCCG
ATGCGCGTGTCGTGGGGCGCCGTCTGGCGCCTCGACACCAAGCGGCCCCTGCAGC
CGCCCTTCTCGCTGCGCGTTCGGAACGGCTCCGGCAAGACGCTGGTGGCCAGCAA
CGTCATCCCGGCCAACTGGAAGCCGATGACCGACTACCCCTCCAACGTCCAGTTC
CCTAATTAGCCGCACGCGCTGCAATCGCCCAGATCATTGTTATTCGATCGTCCCAT
TATTAGTTATATTGCTTAATCATGTGTTGTCGTTCGTTCCATTATTTATGTATATGT
AAAAAATGTGTGGTCGTTGTACGTACTACGTGTCTTGAGATGCGTGGGATAATGG
AGGAGGCAATGTGATCTCCCGCCCACGATCGCAACATTTGAAATAATAACATGAT
GTTTATTTACGAGCT



