
IDENTIFICATION 

Species: Kalanchoe laxiflora 

Locus: Kalax.0051s0083 

Gene Model: Kalax.0051s0083.1.p 

Description: KlEXPB-02 

Family: Beta Expansin  

3D structure: 

 
GENOME DATABASES 

Phytozome: https://phytozome-next.jgi.doe.gov/info/KlaxifloraFTBG2000359A_v3_1   
KEGG:- 

EXTERNAL RESOURCES 

- 

https://phytozome-next.jgi.doe.gov/info/KlaxifloraFTBG2000359A_v3_1


GENE STRUCTURE 

 

DOMAIN ARCHITECTURE 

 

SEQUENCES 

Peptide 

>KlEXPB-02 

MQFLGQRIFGSVTIMSTILLTFSLLPLHFDGIEAKIHLPLSHWQSATATWYGEPDGDGS

SGGACGYGSLVDVKPLKARVGAVSPILFKGGEGCGACYKVKCLDRSICSRKAVTVIIT

DECPGGYCSAGRTHFDLSGAAFTRMAVPGLGPSLRNRGEISVLFRRTECKYPGKNVA

FHVNEGSTDHWLALLVEFEDADGDVGSMHLRQANSDDWLRMDHLWGANWCLNQ

GPLKGPFSVKITTLSTNRTLSARDVIPKNWSPKATYTSRLNFQL* 

CDS (coding sequence) 

>KlEXPB-02 

ATGCAGTTCCTCGGACAGAGAATTTTTGGGTCAGTGACGATAATGTCGACCATTC

TCTTGACTTTCTCTCTTCTTCCTCTTCATTTTGATGGCATTGAGGCCAAGATCCACC

TTCCTCTTTCACACTGGCAATCTGCCACCGCCACCTGGTACGGGGAGCCTGACGG

TGACGGAAGCAGCGGTGGAGCTTGCGGGTACGGGTCGCTGGTGGACGTGAAGCC

GCTGAAAGCCAGAGTCGGAGCCGTTTCGCCAATTTTGTTCAAGGGAGGAGAAGG

GTGCGGCGCCTGCTACAAGGTGAAATGCTTGGACAGGAGCATATGCTCCCGGAA

AGCGGTCACCGTGATTATCACGGACGAGTGTCCGGGCGGTTACTGTTCGGCGGGT

CGGACCCACTTCGACCTCAGCGGCGCCGCTTTCACTCGCATGGCCGTCCCCGGCC

TCGGACCCAGTTTGAGAAACCGGGGCGAGATCTCCGTCCTCTTCCGTCGGACTGA

ATGCAAGTATCCGGGGAAGAATGTAGCTTTTCACGTGAATGAAGGTTCGACAGAC

CACTGGTTAGCTCTTCTGGTTGAGTTTGAGGATGCAGATGGTGACGTTGGTTCCAT

GCATCTCAGACAGGCCAACTCAGACGATTGGTTACGGATGGATCATCTATGGGGA

GCCAATTGGTGCTTGAATCAGGGGCCCCTCAAAGGGCCATTCTCAGTAAAGATAA

CAACTCTATCCACTAACCGAACATTGTCGGCAAGGGATGTCATTCCCAAAAACTG

GTCTCCCAAAGCTACCTACACCTCCCGGCTTAATTTCCAGCTCTAA 

Nucleotide 

>KlEXPB-02 

GCAAGCAGAGAGCTTCCCCTCTTTGTTTCCCTCTTTCTCGGGATATCCGCCCATCG

CCGGCGACAGTAATGCAGTTCCTCGGACAGAGAATTTTTGGGTCAGTGACGATAA

TGTCGACCATTCTCTTGACTTTCTCTCTTCTTCCTCTTCATTTTGATGGCATTGAGG



CCAAGATCCACCTTCCTCTTTCACACTGGCAATCTGCCACCGCCACCTGGTACGG

GGAGCCTGACGGTGACGGAAGCAGCGGTATATCTCTCTACCCGTCCATTAATGAA

GCATCCTGCTGCTCATTTATTAAGTTTGTCGGAAACTGGTGGTGCATGCAGGTGG

AGCTTGCGGGTACGGGTCGCTGGTGGACGTGAAGCCGCTGAAAGCCAGAGTCGG

AGCCGTTTCGCCAATTTTGTTCAAGGGAGGAGAAGGGTGCGGCGCCTGCTACAAG

GTGAAATGCTTGGACAGGAGCATATGCTCCCGGAAAGCGGTCACCGTGATTATCA

CGGACGAGTGTCCGGGCGGTTACTGTTCGGCGGGTCGGACCCACTTCGACCTCAG

CGGCGCCGCTTTCACTCGCATGGCCGTCCCCGGCCTCGGACCCAGTTTGAGAAAC

CGGGGCGAGATCTCCGTCCTCTTCCGTCGGTAACTGAAATTCACTTCTCCTCCTTT

CCTATGCTTAATTTTTATGACGAAATTGCCACTGTGAAATTAAATCTTAGTCCTCT

GTGAAACGTGTTGAGTGCAAGCCTTATTTGAGGGTAAGATTGTCTTCTTTTTTTCA

TGGACACAAGTGCAATATATTCATCGTTGACTAGTTCATCTGTTTAAACTTCAAAC

CATCAATTCTTTGTGACTCAAAATCTGCTGGAGTATCAAAATCTGTCACGTGTTCA

AGATATTCTTAAACTGTGTGTTTGGGTGACGGAAAAAAAAATATGGAAAATTGAA

AAGAATTCTAGAAATATGCAAAATATGGATAAGAAAAAATTTTACAACATCAAA

TTGTGTTCTATACTTTCTCTTACACTTTTTCATTCCTAACCAAATAATATGAAACTG

AAGCGGTATTCATTTTCTTTTCTATCTTCATTTTTCCTAAGCCAAACATCGAGGCT

GTAAAACTTGTGAAGAAAAGTGCACGGGTGTAGTTCATTTTTTTAGCTTGAATTA

CAAATAATTTAGCTGTGGGAACTGCAGGACTGAATGCAAGTATCCGGGGAAGAA

TGTAGCTTTTCACGTGAATGAAGGTTCGACAGACCACTGGTTAGCTCTTCTGGTTG

AGTTTGAGGATGCAGATGGTGACGTTGGTTCCATGCATCTCAGACAGGTGATAAA

TAATAGTCTACTATCTAATTTTTCCTCAAATTTTTTTAAAGATGCTTTAATTTGCTT

ACATACATACCACTTAGTTTATTCGTCACTGTGCTGTTTGATTATCTCATATGAGT

AGCATCTTTAAAGTTAATTACAAGCCAGCACTCTCTTCAAAAAGGGACTTGTGTG

TATCATAAAAATGAGATATCGCTGCTAGTGTATCGTATTATATATAATGTTGGTCA

CACAAGATGATGGAATTATAATTGCAGGCCAACTCAGACGATTGGTTACGGATGG

ATCATCTATGGGGAGCCAATTGGTGCTTGAATCAGGGGCCCCTCAAAGGGCCATT

CTCAGTAAAGATAACAACTCTATCCACTAACCGAACATTGTCGGCAAGGGATGTC

ATTCCCAAAAACTGGTCTCCCAAAGCTACCTACACCTCCCGGCTTAATTTCCAGCT

CTAACACTGCATCATGACCAATCCATCCAATCTATACATACATATATTTAACCTCA

AGCAGCTGGGAAGAAGAATGTACTGGCCAAGCTTGCCCATCTATGTTTTTTCAGG

TGATGGAGCCCCGACGACGACCTTGTTTTTATTTATTTTGTGTGTGGTGTTATTTT

GCGTGGTTCTCCCCAAAGGGCGAGGGCTCATAGCTGTGCTTACCATAAAATGGTA

TCACATATTTGAATATATCAAAAGTAATGGCAACGTGGTCTGTTTTTGTACTGTCT

TTATGATATGTGCTGTGACTGAGATCTCTTTGTATTACATTCACCTATTAAATTGA

GCTCCAAAGAGATTTTGGAAAGAAGAAGATGC 




