IDENTIFICATION
Species: Olea europaea
Locus: Oeu048156

Gene Model: Oeu048156.1
Description: OeuEXPB-08
Family: Beta Expansin

3D structure:

GENOME DATABASES
Phytozome: https://phytozome-next.jgi.doe.gov/info/Oeuropaea vl 0
KEGG: https://www.genome.jp/entry/T05244

EXTERNAL RESOURCES
http://olivegenome.org/
https://genomaolivar.dipujaen.es/db/index.php
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Legend:
Exon = Intron

DOMAIN ARCHITECTURE
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Query seq.

specific hits .

| Pollen_allerg_1
superfanilies DPBB_R1pA_EXP_N-like superfamily Pollen_allerg_1 superfamily

List of domain hits ol

Name Accession Description Interval E-value
[+] DPBB_EXPB_N 122275 N-terminal double-psi beta-barrel fold domain of the beta-expansin subfamily; Beta-expansins 37-160 2.11e-69
[ Pollen_allerg_1 pfam01357 Pollen allergen; This family contains allergens lol PI, Pll and Pill from Lolium perenne. 168-244 8.32e-27

SEQUENCES
Peptide
>0euEXPB-08

MEGRRHLAHFLVPVMLVLFRSLVANGGPLREVADLHWYPATATWYGSPEGDGSDG
GACGYGSLVDVKPFRARVGAVSPVLFKNGEGCGACYKVRCLDKSICSRRAVTVIITD
ECPGGYCSNGRTHFDLSGAAFGRMAIAGAGGGLRNRGEISVIYRRTTCKYPGKNIAF

HVNEGSTDYWLSLLVEFEDGDGDVGSMHIRQANSNEWLEMTHLWGANWCIIGGPL

RGPFSVKLTTLSTGRSLSARDIIPGNWSPKATYTSRLNFY*

CDS (coding sequence)
>0euEXPB-08

ATGGAGGGTCGCCGCCATTTAGCCCATTTCTTGGTGCCTGTCATGCTAGTGTTGTT
TCGTAGCTTGGTGGCCAACGGTGGGCCTCTCCGGGAAGTTGCTGACCTACATTGG
TATCCCGCCACGGCCACTTGGTACGGAAGCCCGGAAGGCGACGGCAGTGACGGT
GGGGCGTGTGGTTACGGGTCACTGGTGGACGTGAAGCCATTCAGGGCTCGAGTTG
GGGCAGTGAGCCCGGTATTATTTAAAAACGGGGAAGGGTGCGGGGCGTGCTATA
AAGTGAGGTGCTTGGACAAGTCAATATGCTCTCGAAGGGCCGTGACAGTCATTAT
AACGGACGAGTGCCCCGGTGGTTACTGCTCCAACGGCCGCACCCACTTCGATCTT
AGCGGTGCCGCCTTCGGCCGAATGGCCATCGCCGGTGCTGGTGGCGGGTTGCGCA
ACCGTGGCGAAATTTCCGTAATCTACCGGCGGACAACATGCAAGTATCCTGGGAA
AAACATTGCCTTTCACGTCAATGAAGGTTCAACTGATTATTGGCTCTCACTTTTAG
TAGAATTCGAAGATGGAGATGGTGACGTTGGATCGATGCATATAAGACAGGCAA
ATTCGAATGAATGGCTTGAGATGACACATTTATGGGGTGCAAATTGGTGCATTAT
TGGGGGACCCTTAAGAGGACCATTTTCTGTAAAGTTAACAACACTATCAACAGGA
AGAAGTCTATCTGCACGGGATATTATTCCAGGAAATTGGTCTCCGAAAGCTACTT
ACACATCCCGCCTCAACTTCTACTAA

Nucleotide
>0euUEXPB-08

ATGGAGGGTCGCCGCCATTTAGCCCATTTCTTGGTGCCTGTCATGCTAGTGTTGTT
TCGTAGCTTGGTGGCCAACGGTGGGCCTCTCCGGGAAGTTGCTGACCTACATTGG
TATCCCGCCACGGCCACTTGGTACGGAAGCCCGGAAGGCGACGGCAGTGACGGT
ATAACATGCTCCCACACCATGCTCCGTTCATAATTTTGTTTCTAACATTTTTACTA



ATTTTCTGTTCTGGTGAAGGTGGGGCGTGTGGTTACGGGTCACTGGTGGACGTGA
AGCCATTCAGGGCTCGAGTTGGGGCAGTGAGCCCGGTATTATTTAAAAACGGGG
AAGGGTGCGGGGCGTGCTATAAAGTGAGGTGCTTGGACAAGTCAATATGCTCTCG
AAGGGCCGTGACAGTCATTATAACGGACGAGTGCCCCGGTGGTTACTGCTCCAAC
GGCCGCACCCACTTCGATCTTAGCGGTGCCGCCTTCGGCCGAATGGCCATCGCCG
GTGCTGGTGGCGGGTTGCGCAACCGTGGCGAAATTTCCGTAATCTACCGGCGGTA
AGTTGTACTAGACTAGAGTACAGTGACTTATAACGGTCATGTTCTGTTTTGTCATT
TTAATGTGGTCAAAATCTAATGACATCTCAACAGACAATTGAGCTCAGATATTAT
AAACAAACTATATTCTGTGGCCACGTATTAGGAGACAAACGTTAGATATAAAATG
ATTTTTTTTTTAATAATTATAAAGAAAGAAAAAATTAATTTGGGTACAAATTTTAG
TAATTTTGTTGTAAATTTGCAGGACAACATGCAAGTATCCTGGGAAAAACATTGC
CTTTCACGTCAATGAAGGTTCAACTGATTATTGGCTCTCACTTTTAGTAGAATTCG
AAGATGGAGATGGTGACGTTGGATCGATGCATATAAGACAGGTAAACACATCTT
CTCATAATTCGACGCGCTTAACATATCTATTCCGATCCATAATTAGAGGAATGTG
ATGTAAAAAATTGGGCGGCCCCACCTCATGTGAGGGTGTGAACACCCCTGTATAC
AAAAATTTCGTACTTCTAACAAAACCCGCCCGTCCCATGTGAGGGTCTAAACACC
CCTATGTACAAAAAATACATATGTGGACACCCTTATTTACAAAAATTATGTACAA
ATAGATTTTTCCTAAAAAATTCACTACAGGACTTAAACAAAAGATATTTCATTCG
ATGTGATTTATAGTCAAAGAAGCTTCACTTTTACAATTATCTAAAGGGAAGCTCTT
AAAGTCATGGAATATACATACACAATTTCAGATGTTTAGGAAGATAAACTAAAGT
TTATGACTTTAAATTCACATGCCCGACAGACACGAAACTTTGTCAAAAGAAACTC
AATTGCTTGCTTTAATACAGATCCCAATTGGAAAACCTTTTGTTAATTCGTGCCCA
TGCATTTTACTTTCTCTAGTGGACAATGTGTTCCAACACACCTTCTACTTTTGAAA
TGGGATTTCTCATTTCTACTATGAAGTACCATTTCCCCCGTTAACGGTTAACCTTT
TGTCTGCCTCGAATAATGCAGGCAAATTCGAATGAATGGCTTGAGATGACACATT
TATGGGGTGCAAATTGGTGCATTATTGGGGGACCCTTAAGAGGACCATTTTCTGT
AAAGTTAACAACACTATCAACAGGAAGAAGTCTATCTGCACGGGATATTATTCCA
GGAAATTGGTCTCCGAAAGCTACTTACACATCCCGCCTCAACTTCTACTAA






