
IDENTIFICATION 

Species: Panicum hallii HAL 

Locus: PhHAL.9G402700 

Gene Model: PhHAL.9G402700.1.p 

Description: PhhEXPB-17 

Family: Beta Expansin  

3D structure: 

 
GENOME DATABASES 

Phytozome: https://phytozome-next.jgi.doe.gov/info/PhalliiHAL_v2_1   
KEGG:- 

EXTERNAL RESOURCES 

- 

https://phytozome-next.jgi.doe.gov/info/PhalliiHAL_v2_1
http://www.ocri-genomics.org/bolbase/login.htm


GENE STRUCTURE 

 

DOMAIN ARCHITECTURE 

 

SEQUENCES 

Peptide 

>PhhEXPB-17 

MGAPSSLPAAAALLLLSLLAGVHCREAQLDVGGADAAGAETYNASDAAVYWGPW

QKARATWYGQPNGAGPDDNGGACGFKHTNQYPFMSMGSCGNQPLFKDGKGCGSC

YKIRCTKDKSCSGKAETVIITDMNYYPVSKYHFDLSGTAFGRLAKPGLNDKLRHSGII

DIEFTRVPCEFPGLKIGFHVEEYSNPVYFAVLVEYEDGDGDVVQVDLMESKTAHGPA

TGRWTPMRESWGNIWRLDTNHRMQAPFSIRIRNESGKTLVAHNVIPANWRPNTFYRS

FVQYS* 

CDS (coding sequence) 

>PhhEXPB-17 

ATGGGCGCCCCCTCCTCCCTCCCCGCCGCGGCGGCGCTCCTGCTCCTGAGCCTCCT

CGCCGGCGTGCACTGCCGCGAGGCCCAGCTCGACGTCGGCGGCGCCGACGCGGC

CGGCGCCGAGACCTACAACGCCAGCGACGCCGCCGTGTACTGGGGCCCCTGGCA

GAAGGCCCGCGCCACCTGGTACGGCCAGCCCAACGGCGCCGGCCCCGACGACAA

CGGTGGTGCGTGCGGCTTCAAACACACCAACCAGTACCCGTTCATGTCCATGGGG

TCCTGCGGCAACCAGCCATTGTTCAAGGACGGCAAGGGCTGCGGCTCCTGCTACA

AGATTCGGTGCACCAAGGACAAGTCCTGCTCCGGCAAGGCGGAGACGGTGATCA

TCACCGACATGAACTACTACCCGGTGTCCAAGTACCACTTCGACCTCAGCGGCAC

CGCGTTCGGCCGGCTCGCCAAGCCCGGCCTCAACGACAAGCTCCGCCACTCGGGC

ATCATCGACATCGAGTTCACCAGGGTGCCGTGCGAGTTCCCGGGCCTGAAGATCG

GTTTCCACGTGGAGGAGTACTCGAACCCCGTCTACTTCGCGGTGCTCGTCGAGTA

CGAGGACGGCGACGGCGACGTGGTGCAGGTGGACCTGATGGAGTCGAAGACGGC

GCACGGGCCGGCGACGGGGCGGTGGACGCCGATGCGCGAGTCCTGGGGCAACAT

CTGGCGCCTCGACACCAACCACCGCATGCAGGCGCCCTTCTCCATCCGCATCCGC

AACGAGTCCGGCAAGACGCTCGTCGCCCACAACGTCATCCCGGCCAACTGGAGG

CCCAACACCTTCTACCGCTCCTTCGTCCAGTACAGCTGA 

Nucleotide 

>PhhEXPB-17 

CGGCCCCGGCTCGGTCGACTGGACTGAGCCCCCAGCCCAGGGCCATGTGCGCCCC

AACATGGCACGTTCTCCCTCGCTCCTCTCTGCTCACTCACTGCGTCCACACACACA



GGGTTCGGGTTCTCACTTCTCCCCCTTCCAGTTAGCGTGCCGGTGCCCATCTGGCT

TATAAATAGGCCCACACGGCTCCACGGCCACCACCACCCACCACTTGCTCGCACT

CGCTTCGCTCACTGTGCCCGCCCGCACTGCCTGTAGCCAGCCAAGCGGAAGCCGA

GAGGGCGAGCGAAGGCGGCCATGGGCGCCCCCTCCTCCCTCCCCGCCGCGGCGG

CGCTCCTGCTCCTGAGCCTCCTCGCCGGCGTGCACTGCCGCGAGGCCCAGCTCGA

CGTCGGCGGCGCCGACGCGGCCGGCGCCGAGACCTACAACGCCAGCGACGCCGC

CGTGTACTGGGGCCCCTGGCAGAAGGCCCGCGCCACCTGGTACGGCCAGCCCAA

CGGCGCCGGCCCCGACGACAACGGTGAGCACCAGCATTCCGAGATCTCTCTCTCT

ATTTCCCTCTCCCGGCCTCGCCCCGCTTGCATTTCCTGGTGCCTTGTTCGTCGATCT

GGGCAATGCGGCTCACGAATCCCTCACGAATCTTGGCAGGTGGTGCGTGCGGCTT

CAAACACACCAACCAGTACCCGTTCATGTCCATGGGGTCCTGCGGCAACCAGCCA

TTGTTCAAGGACGGCAAGGGCTGCGGCTCCTGCTACAAGGTAAAAAACAAACAT

TTGCAGGTTTTTTTACTCCATCCTACCTGAAGCACAAACTGTAAAATGTTTTTATT

TTGCCAAAACAATTCTACGAGGAAACCTTAAAGAATGCGCCTAATTAAAAAAAA

ATCTAGAGGTGTAGGAGTGGCAACTGTTAAAGTAGGACGCTGCCGTACAGTCCCG

TCCGGTCCACCGGAAAGCAGAGCAGCTGCTGCCCGTGGGCCCCGCGTGCATGTGC

GCGACCCACTCGATCTCCGTGACGGCGTCATTTGCTGTGCATTGACGCTTGCCCGC

TCGCGCGGATCTCGCAGATTCGGTGCACCAAGGACAAGTCCTGCTCCGGCAAGGC

GGAGACGGTGATCATCACCGACATGAACTACTACCCGGTGTCCAAGTACCACTTC

GACCTCAGCGGCACCGCGTTCGGCCGGCTCGCCAAGCCCGGCCTCAACGACAAG

CTCCGCCACTCGGGCATCATCGACATCGAGTTCACCAGGTCCGTACCGGTCCTCT

CACTCTCTTCTCGTATTTATGCTCTGTTCAGTTCTGTTCTGCTGCCACTGGATGTAG

AAGGCACCTCTTACTCACACTGCAGTAGGAGTCGTTAGCAGTAGAACTGTAGAAG

TGGTAGTACCATGACGTGGTAGTGAAGCTGCCCGTCAAATTGTTACCGGTGGTAG

TAGCAGTAGTGCTTGTAGTTTCCCTCCCAAATCCGCTGTTGAATTTGGCGGCGCGG

CTAGTGAAAGTTTGGTGGGGAGGCGGGCCACCGACCCAACCGCGCGCATTACTG

CGCCCCTCCTCTCGCCGGAGGCCGTCGGACACCGCATGTGCGGCAAAGTGGCACA

GCTGACAAAGGCCACTTTTATTGCGCTGCCGCACAGCACCCCCCAGCATGCTCAT

TTTCGGCTACTAGTGGGCGCACCCCTTTTGCAGCCCAGCCCGGCGTATCTGCGCG

CACTGTTGCAACACGCCACCGGCCAACCCGTTTCCCTTGCTCTTTCCCTTTGTATT

GTAGTACCTGTTTGTGCAGCTGGTATTAAACATTAACAGGCAGCCTTGCCTTGGG

CCCCGGCCGAAAGAAAACAGGACAGATTCCTTTGCGGCAGAGCTGGATTAGCAG

GCAGGTTCAGATGGCAAAACAAGATTGCACCCTGCTGATGATGTTTTTCGTTGTA

CGCGCAGGGTGCCGTGCGAGTTCCCGGGCCTGAAGATCGGTTTCCACGTGGAGGA

GTACTCGAACCCCGTCTACTTCGCGGTGCTCGTCGAGTACGAGGACGGCGACGGC

GACGTGGTGCAGGTGGACCTGATGGAGTCGAAGACGGCGCACGGGCCGGCGACG

GGGCGGTGGACGCCGATGCGCGAGTCCTGGGGCAACATCTGGCGCCTCGACACC

AACCACCGCATGCAGGCGCCCTTCTCCATCCGCATCCGCAACGAGTCCGGCAAGA

CGCTCGTCGCCCACAACGTCATCCCGGCCAACTGGAGGCCCAACACCTTCTACCG

CTCCTTCGTCCAGTACAGCTGATCCCCCGGGCCCCGCGCCGTGCCCGCAATTGGA

GCTGGCACGCCCGCCCGGCCTCCCGGCGGCCGTCGTCGTCGTCGTCGTCTCTACC

ACGCTACTACCACCACTAGACAGTCTAGACTACTGCCGCTACTACTAGTACGGCG

GGAACGGAACGGCTAGTCGTCGAGGGTTGTCTCTCTGGTCATCGTGTCGTTGCAG

TTGTATCATCACCACCACCCGTCCACCGTGGGAGGGGGGGTCGTTGCGTTTGGGG

GCGCGCGTGGCTTTTAGGTGGAGCGCCATGTGCGAGTGTTCTGTGTGAGTGGAGG

GGATCCTAGCCGCGGACGGGCGTGAGGGGGAGGGAAAAAATTTATAAGCCGTGT

GGGAAAATGGAGGAGGCAGGCGTACAAGGTACGCTCTCCCGCCCACTCTCGCTTT



ATAATTTATATCATCAATCATCAAGATCATCATCTCCATTTCGGATCGGTGATTAA

TTAATCGGAAAAGTATATTGTAATGTATAAACGCAGTTTCCCGAGCTTGAGCAGA

CCCCCTCTTCTGGTCATCTGCTGCATGTTCTTGTGCTTGTTCATCGCATTTTCCTGC

TCTTGTGATGTTTAGATGGCCACTGCATAGCATCTCTCTCCAGCGTGAACAGAAC

AGGCAATTCTAACTTGTACATTTTGACAGGGAAACTGAACCGTTTACCTGCCAGC

CTGGAAGTTGCACTTGGCGGTGGCTTCCCGCGCGCGGTAAATTTGAAATCCTGCC

CGTGACCGCGAGACACGACTTCACTGCGCTCGCCCCCCTGCTTTTGTGGATGAAG

TAGATTCCCGTCCGTCGGTTACTCGCATGATTGGGTGCCGGTAAAGTGGTAAAAG

CGCACCGGCCAACCTCCTTTCAGCTGCATGCATCGCGGCCTTCCATAAAGCT 




