IDENTIFICATION
Species: Daucus carota
Locus: DCAR_018089

Gene Model: DCAR_018089
Description: DcEXPB-02
Family: Beta Expansin

3D structure:

GENOME DATABASES
Phytozome: https://phytozome-next.jgi.doe.gov/info/Dcarota_v2_0
KEGG: https://www.genome.jp/entry/T05350

EXTERNAL RESOURCES



https://phytozome-next.jgi.doe.gov/info/Dcarota_v2_0
https://www.genome.jp/entry/T05350

GENE STRUCTURE
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Legend:
Exon = Intron

DOMAIN ARCHITECTURE

Query seq,

Specific hits [ =]
Superfanilies PLNO3023

DPBB_RIpA_EXP_N-like superfamily

List of domain hits *
Name Accession Description Interval E-value
[+] DPBB_EXPB_N cd22275 N-terminal double-psi beta-barrel fold domain of the beta-expansin subfamily, Beta-expansins 54-175 2.83e-7C
[+] PLN03023 super family 33621 Expansin-like B1; Provisional 18-291 6.47e-4C
Peptide

>DcEXPB-02

MATNVSPVLFSVSNLPHFFIVYTLCLLVFCSLNFNLCYGIRARHFNLSTVATHWSTAG
ATWYGSPQGAGSDGGSCGYGDLVSQPPFSSMITGIGPSLYNSGKECGACYQVKCTKH
PSCSGKPARVVITDFCPGCTTEKAHFDLSGTSFGAMAIPGQEKHLRDAGILEIRFARVA
CDYAGTNIAFHVDQGSNSNYIAFVVEFEEGDGDIGAVGLMETTSSSKTSSTNGQVITT
EWRGMQQSWGAVWKLDAGGELKPPLSIQLTSQYTEQTIVAKNVIPVGWKPGATYRS
VVNFL*

CDS (coding sequence)
>DcEXPB-02

ATGGCTACTAATGTTTCCCCTGTGCTCTTTTCAGTTTCGAATTTACCACATTTCTTC
ATTGTTTACACATTGTGCTTGCTGGTTTTCTGTAGTCTTAATTTTAACTTGTGCTAT
GGGATCAGAGCAAGACATTTTAACTTGTCCACTGTAGCCACTCACTGGTCCACTG
CTGGTGCAACATGGTACGGCAGCCCTCAAGGCGCCGGAAGCGATGGAGGATCAT
GTGGATATGGGGATTTAGTGTCTCAACCACCTTTTTCTTCAATGATTACTGGAATT
GGCCCTTCCCTGTACAATTCTGGCAAGGAATGTGGAGCTTGCTATCAGGTGAAAT
GTACCAAACACCCTTCTTGCTCAGGCAAGCCAGCAAGAGTTGTGATTACTGACTT
TTGCCCTGGATGCACAACCGAGAAAGCTCATTTCGATTTAAGTGGAACATCATTT
GGTGCCATGGCCATTCCTGGTCAGGAGAAACATCTCCGAGATGCTGGAATTTTAG
AAATCAGATTTGCTCGTGTTGCGTGTGATTATGCTGGGACAAACATAGCATTCCA
CGTTGACCAGGGATCAAACTCTAATTACATTGCATTCGTGGTTGAGTTTGAGGAA
GGAGATGGTGATATTGGCGCGGTTGGCCTAATGGAAACCACCTCCTCATCAAAAA
CCTCGAGTACTAATGGCCAGGTAATCACAACTGAATGGAGGGGAATGCAACAAT
CCTGGGGCGCAGTTTGGAAGCTCGATGCTGGCGGAGAATTAAAACCTCCATTGTC
AATCCAATTAACCTCTCAGTATACAGAACAGACAATAGTCGCAAAGAATGTGATT
CCAGTAGGCTGGAAACCTGGTGCCACCTATCGTTCCGTGGTCAATTTTCTTTGA

Nucleotide
>DcEXPB-02

ATGGCTACTAATGTTTCCCCTGTGCTCTTTTCAGTTTCGAATTTACCACATTTCTTC
ATTGTTTACACATTGTGCTTGCTGGTTTTCTGTAGTCTTAATTTTAACTTGTGCTAT




GGGATCAGAGCAAGACATTTTAACTTGTCCACTGTAGCCACTCACTGGTCCACTG
CTGGTGCAACATGGTACGGCAGCCCTCAAGGCGCCGGAAGCGATGGTAATTTTCA
TTCTGTTTTAGCTACATTGACTACTTTTTGAGTACCGCTGTCAACTTGACTGAGCC
TTGAACCCTCGACCTCTGTTATATGTGCATGGATAATCTAACACTATTATGTACAT
GCAGGAGGATCATGTGGATATGGGGATTTAGTGTCTCAACCACCTTTTTCTTCAAT
GATTACTGGAATTGGCCCTTCCCTGTACAATTCTGGCAAGGAATGTGGAGCTTGC
TATCAGGTACTTGGCTACACATAACAAAACATTACAAATAATGCATGAAAAATAT
AATTTACTTACATCAGCTAATTTGCTTTATCTTAACAACGTTGACTTGCCTTATAT
AAATATTATCATTTTGTACAATCCAAATGTTTACATTTGTGTGGGCACGGAAGTTA
AAAAAATATGTAAAAGTAGTGGGATAGTTGATTTTTGTATATATAGTTGGTAAAA
ATTGAAATGTAAAAAATTGGATATATAGCGTGTAAAGAAATTGTTTTGACTGAGG
GAGTAGTATTCACCTGAATGATGGCAAAATATTCAATATTTATAGTTCAGTGCTT
GAGTCTGTTATAGTGGTTGAGAAAACTGTTGAATGTTGTAGGTGAAATGTACCAA
ACACCCTTCTTGCTCAGGCAAGCCAGCAAGAGTTGTGATTACTGACTTTTGCCCTG
GATGCACAACCGAGAAAGCTCATTTCGATTTAAGTGGAACATCATTTGGTGCCAT
GGCCATTCCTGGTCAGGAGAAACATCTCCGAGATGCTGGAATTTTAGAAATCAGA
TTTGCTCGGTAATTAACTATTTTCTTGCATCCAGCAATCACACACTATACTCAGCT
TATCTACAATATCTTAGACCTGACCTGTGACTTTAATTGCAGTGTTGCGTGTGATT
ATGCTGGGACAAACATAGCATTCCACGTTGACCAGGGATCAAACTCTAATTACAT
TGCATTCGTGGTTGAGTTTGAGGAAGGAGATGGTGATATTGGCGCGGTTGGCCTA
ATGGAAACCACCTCCTCATCAAAAACCTCGAGTACTAATGGCCAGGTAATCACAA
CTGAATGGAGGGGAATGCAACAATCCTGGGGCGCAGTTTGGAAGCTCGATGCTG
GCGGAGAATTAAAACCTCCATTGTCAATCCAATTAACCTCTCAGTATACAGAACA
GACAATAGTCGCAAAGAATGTGATTCCAGTAGGCTGGAAACCTGGTGCCACCTAT
CGTTCCGTGGTCAATTTTCTTTGA





