IDENTIFICATION

Species: Brachypodium distachyon
Locus: Bradilgl13787

Gene Model: Bradilgl3787.3.p
Description: BAEXPB-01
Family: Beta Expansin

3D structure:

GENOME DATABASES

Phytozome: https://phytozome-next.jgi.doe.gov/info/Bdistachyon _v3 1
KEGG: https://www.genome.jp/entry/T01717

EXTERNAL RESOURCES

https://brachypodium.org/
https://archive.gramene.org/species/brachypodium/brachypodium_intro.html
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DOMAIN ARCHITECTURE

Query seq. e e e e R e s ]

Superfanilies PLN03023

Name Accession Description Interval E-value
[+] PLN03023 super family 33621 Expansin-like B1; Provisiona 70-298  2.56e-35
SEQUENCES

Peptide

>BdEXPB-01

MQRRTHALSIVASLVTQIVHQMYTSDRVQCVASKLQLLSFAITVAVTLLFHPCASVEF
QHELSSWSGGIATWYGDANGAGSEGGACGYQYAVDQPPFSSMIAAGSPFIYDSGDG
CGSCYRVMCAGNEACSGIPVTVVITDQGPGGGPCLSELVDGQCQNEAAHFDMSGTA
FGAMAKPGQADQLRGAGLLQIQYTRVQCDWTGVGLTFKVDTGSNPNYLAVLVEYE
DSDSDLAAVDLMPSSTGATSAWIPMQQSWGAVWKLNSGSTLQGPFSIRLTFRSGKM
LVAGNAIPAGWNPGVAYQPGGIAVRDDHRASGGCRGYGLYHFLLLFVILLQL*

CDS (coding sequence)
>BdEXPB-01

ATGCAAAGGAGAACCCATGCACTGTCCATTGTTGCATCCCTAGTTACACAAATTG
TTCATCAAATGTACACATCCGATAGAGTGCAGTGTGTGGCTTCCAAGCTTCAGCT
CTTGTCCTTTGCCATTACAGTTGCTGTCACTTTGCTCTTCCACCCTTGTGCATCCGT
TGAGTTCCAGCATGAGCTCTCCAGCTGGTCCGGCGGCATCGCTACATGGTACGGT
GACGCTAATGGTGCTGGAAGTGAAGGTGGTGCATGTGGATACCAGTATGCTGTTG
ACCAGCCGCCATTCTCATCCATGATTGCCGCTGGCAGCCCTTTCATATATGATTCT
GGTGATGGCTGTGGGTCGTGCTACCGGGTTATGTGTGCTGGCAATGAAGCTTGCT
CTGGTATTCCAGTGACCGTCGTCATCACGGACCAGGGCCCTGGCGGCGGGCCATG
CCTGAGCGAGCTAGTCGATGGCCAGTGCCAGAATGAGGCAGCCCATTTCGACATG
AGCGGAACAGCATTTGGTGCCATGGCGAAGCCTGGCCAGGCTGACCAACTCCGC
GGAGCTGGCCTCCTGCAAATCCAGTATACCCGTGTGCAGTGTGACTGGACTGGAG
TAGGCTTGACCTTCAAAGTGGACACCGGATCAAACCCAAACTACCTCGCTGTGCT
CGTCGAGTACGAGGACAGCGACAGCGACCTTGCGGCTGTCGATCTCATGCCGAGC
AGCACTGGGGCGACATCAGCGTGGATCCCAATGCAGCAGTCCTGGGGAGCAGTG
TGGAAACTCAACTCCGGATCCACCCTCCAGGGGCCGTTCTCCATACGCCTGACCT
TCAGGTCTGGCAAGATGCTCGTCGCCGGCAATGCCATACCTGCCGGGTGGAACCC
TGGCGTTGCGTACCAACCAGGCGGCATTGCGGTGAGGGATGACCACCGGGCGAG
CGGTGGCTGTCGGGGCTATGGGCTGTACCACTTCCTCCTGTTGTTTGTGATATTAC
TTCAGCTGTGA



Nucleotide
>BdEXPB-01

AAAACCCTAGATTTCTTGCAAGTTCTTTCATTCATTAATTTTATTTCTTGTCCCTTT
CTTCTCACAGGATATTTGAAGCATTGGACTGATTGATGTATGGTTGATGCCTGCCT
CCAAACTTGATGTATGGTTGTTGTTATGTATGTTTCATGTTGTGAACATTCTTGCT
GCTATGTATAGTTGCGGTTATGCATGGTTCATGTTGTGAACATTTTGTGTGAGCTG
ATGAACAATGCTATCTATTGTTGTTGTGATGATATTTTTTTTTACTTTGGTTAGTCA
ATTTTTCAGAAACGTCGCTGCTGATATTTTGCACATTTTCTAGATTTTTATATAAT
ATCGAGTCTATTAAGAACATTTTAAAAACCTGCATTTTATTTTATTCTAAATTGAT
ACATGATCAATACAAATATATGCACTAATAATTCATTTTCATGCATGTCTGGACTG
TACAATATTCAAACTTAGAAAAATTACAATTCAAGTAGGAATTGGAATTGGAATT
GCCTCTTCTCTTTGATTTCATCTTTTTTCAATGTATTCCCAGGCAAAGGAGAACCC
ATGCACTGTCCATTGTTGCATCCCTAGTTACACAAATTGTTCATCAAATGTACACA
TCCGATAGGTAACATGCACTTCTTCTTTATGCTTGTCTTCTATCTCTCCTTGCAAGC
CAACACTATCTTTGACCTGACCAGCCAAAGCAAATTTCAGAGTGCAGTGTGTGGC
TTCCAAGCTTCAGCTCTTGTCCTTTGCCATTACAGTTGCTGTCACTTTGCTCTTCCA
CCCTTGTGCATCCGTTGAGTTCCAGCATGAGCTCTCCAGCTGGTCCGGCGGCATC
GCTACATGGTACGGTGACGCTAATGGTGCTGGAAGTGAAGGTAATAGATATCCG
AGAGATGCTAGCTCTGCCCAAACTGGCGTCTGATTGCCTGGCGTAGTAAATTATT
GTCTCATGTATGCATGCCTCAACTATATGTGCTGTAGGTGGTGCATGTGGATACC
AGTATGCTGTTGACCAGCCGCCATTCTCATCCATGATTGCCGCTGGCAGCCCTTTC
ATATATGATTCTGGTGATGGCTGTGGGTCGTGCTACCGGGTGCGTGCAGCTCTAT
GCAGCTGAGTCCATGAGCATGATTGCAACTGTCTGTCATTTGACATTTGGAAATC
TTGATTCATCAGGTTATGTGTGCTGGCAATGAAGCTTGCTCTGGTATTCCAGTGAC
CGTCGTCATCACGGACCAGGGCCCTGGCGGCGGGCCATGCCTGAGCGAGCTAGTC
GATGGCCAGTGCCAGAATGAGGCAGCCCATTTCGACATGAGCGGAACAGCATTT
GGTGCCATGGCGAAGCCTGGCCAGGCTGACCAACTCCGCGGAGCTGGCCTCCTGC
AAATCCAGTATACCCGGTACACATGCATCGATGAGCATAGATCGTAGTTACTTTA
CATGGCCTCTTCCAACAGATGTATGGTTTCCATTATTCTGCTGCCTCAGCAATTTG
TGATTGTACCAGTGTGCAGTGTGACTGGACTGGAGTAGGCTTGACCTTCAAAGTG
GACACCGGATCAAACCCAAACTACCTCGCTGTGCTCGTCGAGTACGAGGACAGC
GACAGCGACCTTGCGGCTGTCGATCTCATGCCGAGCAGCACTGGGGCGACATCAG
CGTGGATCCCAATGCAGCAGTCCTGGGGAGCAGTGTGGAAACTCAACTCCGGATC
CACCCTCCAGGGGCCGTTCTCCATACGCCTGACCTTCAGGTCTGGCAAGATGCTC
GTCGCCGGCAATGCCATACCTGCCGGGTGGAACCCTGGCGTTGCGTACCAACCAG
GCGGCATTGCGGTGAGGGATGACCACCGGGCGAGCGGTGGCTGTCGGGGCTATG
GGCTGTACCACTTCCTCCTGTTGTTTGTGATATTACTTCAGCTGTGATGTGATGTG
ACTCTAGTCTGGTGGTTCTCTGTGTCACTTGTCTACGATTAACAGGGTGGATGGAT
GTATTAACTGTGTTTTTCTTGTAGCTTTGAGGATGGATTGCCCCTTCATGTGATTTC
TTTGAGCAGCATGCAACTATTCTGACATTCTGCTAGTGTAGTTTTGTTTGGACAAT
CTCAGTGTAAATGGTTGATTAAACTGACTGGGTAGCCGGTAGGTGAAGCGATTAT
CTCTGTTTCTCAAGCGATGGCGTGATGCACTTTCTTTATATCCATCAAAGTATCAA
ACTGCAACTTTGTTTGGAGAATGTAAATATGTTTGATT




