
IDENTIFICATION 

Species: Arabidopsis thaliana 

Locus: AT3G45970 

Gene Model: AT3G45970.1 

Description: AtEXLA-03 

Family: Expansin Like Alpha  

3D structure: 

 
GENOME DATABASES 

TAIR: https://www.arabidopsis.org/  

KEGG: https://www.genome.jp/entry/T00041  

 

https://www.arabidopsis.org/
https://www.genome.jp/entry/T00041


EXTERNAL RESOURCES 

https://www.gabipd.org/database/cgibin/GreenCards.pl.cgi?Mode=Show&QueryKey=197c0e

f939ecd1d29302d8a4a92c1bc3&x.Overview=1&Start=1  

GENE STRUCTURE 

 

DOMAIN ARCHITECTURE 

 

SEQUENCES 

Peptide 

>AtEXLA-03 

MGSFLFLIVVIFLFSSSVNACDRCLHRSKAAYFSSASALSSGACAYGSMATSFFAGHIA

AAIPSIYKDGAGCGACFQVRCKNPKLCSTKGTIVMITDLNKSNQTDLVLSSRAFRAM

AKPIVGADKDLLKQGIVDIEYQRVPCDYGNKNMNVRVEEASKKPNYLEIKLLYQGG

QTEVVSIDIAQVGSSPNWGYMTRSHGAVWVTDKVPTGAIQFRFVVTGGYDGKMIWS

QSVLPSNWEAGKIYDAGVQITDIAQEGCDPCDAHIWN 

CDS (coding sequence) 

>AtEXLA-03 

ATGGGAAGCTTTCTCTTCCTCATCGTAGTCATCTTCCTCTTCTCTTCATCCGTTAAC

GCTTGTGATCGATGTCTTCACCGTTCTAAAGCAGCTTATTTCTCCTCTGCCTCTGCT

CTCTCTTCTGGAGCTTGTGCTTATGGCTCTATGGCTACGAGTTTCTTCGCCGGACA

TATCGCTGCAGCTATCCCTTCTATCTACAAAGACGGTGCTGGCTGTGGAGCTTGCT

TTCAAGTCAGATGCAAGAACCCTAAGCTGTGTAGCACTAAAGGAACCATTGTGAT

GATCACAGACTTAAACAAGAGTAACCAAACCGATCTTGTCCTTAGTAGCAGAGCT

TTTAGAGCTATGGCTAAACCTATTGTTGGTGCTGACAAAGACCTTCTCAAACAAG

GCATTGTCGACATCGAATACCAAAGAGTTCCTTGCGATTACGGCAACAAGAACAT

GAACGTGAGAGTAGAAGAAGCAAGCAAGAAACCAAACTACTTAGAGATAAAGCT

TTTATACCAAGGAGGTCAAACAGAAGTAGTATCCATCGACATTGCTCAAGTCGGT

TCATCGCCAAATTGGGGTTACATGACAAGAAGCCACGGAGCTGTTTGGGTAACTG

ACAAAGTACCCACCGGAGCTATCCAGTTCAGGTTCGTAGTAACCGGTGGATACGA

CGGTAAAATGATTTGGTCACAGAGTGTTCTTCCATCCAATTGGGAAGCTGGGAAA

ATTTACGACGCCGGTGTTCAAATCACTGACATTGCTCAAGAAGGTTGTGATCCTT

GCGATGCTCACATCTGGAACTAA 

 

 

https://www.gabipd.org/database/cgibin/GreenCards.pl.cgi?Mode=Show&QueryKey=197c0ef939ecd1d29302d8a4a92c1bc3&x.Overview=1&Start=1
https://www.gabipd.org/database/cgibin/GreenCards.pl.cgi?Mode=Show&QueryKey=197c0ef939ecd1d29302d8a4a92c1bc3&x.Overview=1&Start=1


Nucleotide 

>AtEXLA-03 

ACATGTAAATTCACATATCTCTCTCTCTTATTTGATCATAAAGATATTATTGCTTCT

TCAAGTAAACAAAAAATGGGAAGCTTTCTCTTCCTCATCGTAGTCATCTTCCTCTT

CTCTTCATCCGTTAACGCTTGTGATCGATGTCTTCACCGTTCTAAAGCAGCTTATT

TCTCCTCTGCCTCTGCTCTCTCTTGTAAACATTTTAACTACTTCTTTTTTAACTATC

TGTATGTTTCTTTTCTCATGTCTTGTTTATGTGTTTTTTGCAGCTGGAGCTTGTGCT

TATGGCTCTATGGCTACGAGTTTCTTCGCCGGACATATCGCTGCAGCTATCCCTTC

TATCTACAAAGACGGTGCTGGCTGTGGAGCTTGCTTTCAAGTCAGATGCAAGAAC

CCTAAGCTGTGTAGCACTAAAGGAACCATTGTGATGATCACAGACTTAAACAAGA

GTAACCAAACCGATCTTGTCCTTAGTAGCAGAGCTTTTAGAGCTATGGCTAAACC

TATTGTTGGTGCTGACAAAGACCTTCTCAAACAAGGCATTGTCGACATCGAATAC

CAAAGGTTCGATTCTCAAAACACCTAAACTCTTTGGTTTTCTTAATCACACGATAT

TAACTTGGTCATCAAAAAAAAAAACAGAGTTCCTTGCGATTACGGCAACAAGAA

CATGAACGTGAGAGTAGAAGAAGCAAGCAAGAAACCAAACTACTTAGAGATAAA

GCTTTTATACCAAGGAGGTCAAACAGAAGTAGTATCCATCGACATTGCTCAAGTC

GGTTCATCGCCAAATTGGGGTTACATGACAAGAAGCCACGGAGCTGTTTGGGTAA

CTGACAAAGTACCCACCGGAGCTATCCAGTTCAGGTTCGTAGTAACCGGTGGATA

CGACGGTAAAATGATTTGGTCACAGAGTGTTCTTCCATCCAATTGGGAAGCTGGG

AAAATTTACGACGCCGGTGTTCAAATCACTGACATTGCTCAAGAAGGTTGTGATC

CTTGCGATGCTCACATCTGGAACTAAGTTATTTAGTGGCACACAAACAAACATCT

TTCATAGGTTTATATATAATGTGTGACAGAGGTTATTAATGAACATAGTTAAAGA

ATGCTTAATCTAATGATTCTCATGATTCTACATTG 

 


