IDENTIFICATION

Species: Oryza brachyantha
Locus: XP_006652124

Gene Model: XP_006652124.1
Description: ObEXPA-17
Family: Alpha Expansin

3D structure:

GENOME DATABASES
NCBI: https://www.nchi.nlm.nih.gov/genome/10862?genome assembly 1d=1593936
KEGG: https://www.genome.jp/entry/T02995

EXTERNAL RESOURCES
https://rice-genome-hub.southgreen.fr/organism/1941498
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SEQUENCES

Peptide

>ObEXPA-17

MGSSAATSCARSFVLALLATCLLFDGALCFTASGWNRAFATFYGGSDASGTMGGAC
GYGDLYSTGYGTNTAALSTALFNDGASCGQCYRIACDYQADKRFCISGTSVTITATN
LCPPNYALPNDAGGWCNPPRQHFDMAEPAWLKIGVYVGGIVPVLYQRVPCAKQGG
VRFTVNGRDYFELVLVSNVGGVGSIQSVSIKGSRTGWMAMSRNWGVNWQSNAYLD
GQSLSFQVTSSDGQTLTFLNVAPASWTFGQTFSTSQQFS

CDS (coding sequence)
>0ObEXPA-17

CATCACATTGCTGGCGGTAGTGCCACACGCACACACATGGGCTCGTCAGCTGCGA
CGTCGTGCGCTCGGTCGTTCGTCCTGGCATTGCTGGCGACATGCCTGCTCTTCGAC
GGAGCGCTCTGCTTCACAGCGTCGGGCTGGAACAGGGCGTTCGCCACGTTCTACG
GCGGCAGTGACGCATCGGGAACGATGGGTGGGGCGTGTGGGTACGGGGACCTGT
ACTCGACGGGGTACGGGACGAACACGGCGGCGCTGAGCACGGCGCTGTTCAACG
ACGGGGCATCGTGCGGGCAGTGCTACCGGATCGCGTGCGACTACCAGGCGGACA
AGCGGTTCTGCATCTCCGGCACGTCGGTGACCATCACGGCCACCAACCTCTGCCC
GCCCAACTACGCGCTGCCCAACGACGCCGGLCGGGTGGTGCAACCCGLCLCGLGGCLA
GCACTTCGACATGGCGGAGCCGGCGTGGCTCAAGATCGGCGTCTACGTCGGLCGGC
ATCGTGCCGGTGCTCTACCAGCGGGTGCCGTGCGCCAAGCAGGGCGGCGTGAGG
TTCACCGTCAACGGCAGGGACTACTTCGAGCTGGTGCTCGTCTCCAACGTCGGCG
GCGTTGGCTCCATCCAGTCGGTGTCCATCAAGGGGTCCAGGACCGGGTGGATGGC
CATGTCGCGGAACTGGGGCGTCAACTGGCAGTCCAACGCCTACCTCGACGGCCAG
AGCCTCTCGTTCCAGGTCACCAGCAGCGACGGCCAGACGCTCACCTTCCTCAACG
TCGCTCCGGCGAGCTGGACCTTCGGCCAGACCTTCTCGACCTCACAGCAGTTCTCT
TAACTAAATTAACTGCGTCTTCATTTATATATGTGTTTCGTTCGTGTTAAAACCTT
AAATCGATATCGATATCGGCGTCGGCGTGTAAAGATTACTGCTAGCTGTTTGCCC
ACAAAGATTGGAGCATGCGTGCACAACTGTTTGGCGAGATATATATGTGTGAGTT
CGGACACCTTTTCGATCTTCTCAATGCGAAAATTGGTGTGTACAGTTTGGTGGTAC
GTGCTTAGCCAATGGATGCATGGTGGCATGCAGATTTGGCATCCAATATACCATG
TTTTTTTTTACTTAAA

Nucleotide



>ObEXPA-17

TTATATACGTAGATTTTTTATAATTTGTATTTGTATATATAAAGTTTCATCTTCACA
TAATTATATGTATAGAGAATTTGTGCATAAAATATATAGGGGTACATATTCGTCA
ATCGCTCGAAAAAACTGAATCATTAAATCGATTTTATTAGAAGTTTATTAAAACC
GAACCGAAACAAACAAAATCAATCAAAAGTTTTCTGTGGACCGGCACAAATCTT
AAAGCAAATTTAATCAATAGGAAAATTGATTGCTAGATTAAAAATTTTCAAGTGA
TTGATAAATAGCAAGGCTAAAAAATTAAATCTACATAGTTGTATATATAAAGTCA
GTATATAGGAAATTTATACGTGCAATGTTTATATATGTAAAATTTATATATATATA
AAGTGTTTGTACGGGTTAACGGGTGCTCGAACGTTCGCCCATTAGTCTTTTTTGGT
TTGCATTGTCTATTTAAGCGACTCCACCTGCTTGCAGAGTTTGGCCATACTACACA
ACATCACATTGCTGGCGGTAGTGCCACACGCACACACATGGGCTCGTCAGCTGCG
ACGTCGTGCGCTCGGTCGTTCGTCCTGGCATTGCTGGCGACATGCCTGCTCTTCGA
CGGAGCGCTCTGCTTCACAGCGTCGGGCTGGAACAGGGCGTTCGCCACGTTCTAC
GGCGGCAGTGACGCATCGGGAACGATGGGTAAGTAGGATCGAATCGATCGATCA
TATTCAGATGGCGAGCGGCTGGGATCGATGGGCGCATGAATGATGCAAGAGCAT
GCGTGCGTGTACGTGTTGCAGGTGGGGCGTGTGGGTACGGGGACCTGTACTCGAC
GGGGTACGGGACGAACACGGCGGCGCTGAGCACGGCGCTGTTCAACGACGGGGC
ATCGTGCGGGCAGTGCTACCGGATCGCGTGCGACTACCAGGCGGACAAGCGGTT
CTGCATCTCCGGCACGTCGGTGACCATCACGGCCACCAACCTCTGCCCGCCCAAC
TACGCGCTGCCCAACGACGCCGGCGGGTGGTGCAACCCGCCGCGGCAGCACTTC
GACATGGCGGAGCCGGCGTGGCTCAAGATCGGCGTCTACGTCGGCGGCATCGTG
CCGGTGCTCTACCAGCGGGTGCCGTGCGCCAAGCAGGGCGGCGTGAGGTTCACC
GTCAACGGCAGGGACTACTTCGAGCTGGTGCTCGTCTCCAACGTCGGCGGCGTTG
GCTCCATCCAGTCGGTGTCCATCAAGGGGTCCAGGACCGGGTGGATGGCCATGTC
GCGGAACTGGGGCGTCAACTGGCAGTCCAACGCCTACCTCGACGGCCAGAGCCT
CTCGTTCCAGGTCACCAGCAGCGACGGCCAGACGCTCACCTTCCTCAACGTCGCT
CCGGCGAGCTGGACCTTCGGCCAGACCTTCTCGACCTCACAGCAGTTCTCTTAAC
TAAATTAACTGCGTCTTCATTTATATATGTGTTTCGTTCGTGTTAAAACCTTAAAT
CGATATCGATATCGGCGTCGGCGTGTAAAGATTACTGCTAGCTGTTTGCCCACAA
AGATTGGAGCATGCGTGCACAACTGTTTGGCGAGATATATATGTGTGAGTTCGGA
CACCTTTTCGATCTTCTCAATGCGAAAATTGGTGTGTACAGTTTGGTGGTACGTGC
TTAGCCAATGGATGCATGGTGGCATGCAGATTTGGCATCCAATATACCATGTTTTT
TTTTACTTAAATTTAAGAGCATTTTTAACATTTTTGGAAAAATATCTGAGCTTACC
ACCTTTTAGTGTAAAAAGTATGGTAACTTAAGATATATTGTATCTTGAGATACCA
AAAATTTATACTAAAATTTTTGGTACCTTAAGGTACTTTTCAAGATTGATAAAAA
AACCCTTAAATTTAACTATACCTTTTACATCTCTTACTTACTAGGTGTTATATAAG
TAAAAAAGTAAACAATTTAGATGTTAAAAATCATGAAAACATTTTTCATCATCGA
AGGGGTTGCTATTAGGGGTGAAAACATACAGGATAATATCAGATTCAATCTAGTC
TTAATTTGTCCGAAACAAGGATAGGGTAGTGGTTCATGGAAATTCAGTTGATATG
GATGTGGATTCGGATAGTATACATGTGGTAAATCCAAAGCATGCAGATCATCTGT
TATTTTTAGCCTTATCCGATATGTCATTTGCAGGACAATCCAAATTGTTACCACAT
GACCACTATTTTT






